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Xanthine dehydrogenase/oxidase

Disintegrin and metalloproteinase domain-containing protein
17

A disintegrin and p with
motifs 5

Extracellular matrix protein 1
EMILIN-1

Gamma-glutamy! hydrolase
Galectin-1

Matrix metalloproteinase-19
72 type IV collagenase
Stromelysin-1

Nidogen-1

Prolargin

Peroxidasin homolog
Sulfated glycoprotein 1
Spondin-2
Follistatin-related protein 3
Alpha-2-macroglobulin-P

Disintegrin and metalloproteinase domain-containing protein
9

Agrin
Serum albumin
Angiopoietin-related protein 2
Angiopoietin-2

Annexin A2

Apolipoprotein E

Sphingomyelin phosphodiesterase

Acid i i lik i 3a
ADAMTS-like protein 4

A disintegrin and p with
motifs 1
A disintegrin and p with
motifs 2
A disintegrin and p with
motifs 7

Beta-2-microglobulin
Brain-derived neurotrophic factor

Transforming growth factor-beta-induced protein ig-h3
Bone morphogenetic protein 1

Bone morphogenetic protein 6

Biotinidase

Complement C1q subcomponent subunit A
Complement C1q subcomponent subunit B
Complement C1q subcomponent subunit C
Complement C1q tumor necrosis factor-related protein 5
Cadherin-13

Adenylyl cyclase-associated protein 1
Macrophage-capping protein

Cathepsin B

Cathepsin Z

Carboxypeptidase E

Coiled-coil domain-containing protein 80

Monocyte differentiation antigen CD14
Corneodesmosin

Ceruloplasmin

Complement factor B

Complement factor H

XDH_MOUSE

ADA17_MOUSE

ATS5_MOUSE
ECM1_MOUSE
EMIL1_MOUSE
GGH_MOUSE
LEG1_MOUSE
MMP19_MOUSE
MMP2_MOUSE
MMP3_MOUSE
NID1_MOUSE
PRELP_MOUSE
PXDN_MOUSE
SAP_MOUSE
SPON2_MOUSE
FSTL3_MOUSE

A2MP_MOUSE

ADAM9_MOUSE
AGRIN_MOUSE
ALBU_MOUSE
ANGL2_MOUSE
ANGP2_MOUSE
ANXA2_MOUSE
APOE_MOUSE
ASM_MOUSE
ASM3A_MOUSE
ATL4_MOUSE

ATS1_MOUSE

ATS2_MOUSE

ATS7_MOUSE
B2MG_MOUSE
BDNF_MOUSE
BGH3_MOUSE
BMP1_MOUSE
BMP6_MOUSE
BTD_MOUSE
C1QA_MOUSE
C1QB_MOUSE
C1QC_MOUSE
C1QT5_MOUSE
CAD13_MOUSE
CAP1_MOUSE
CAPG_MOUSE
CATB_MOUSE
CATZ_MOUSE
CBPE_MOUSE
CCD80_MOUSE
CD14_MOUSE
CDSN_MOUSE
CERU_MOUSE
CFAB_MOUSE
CFAH_MOUSE
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102
63
108
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59
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137
43
165
61
36

164

92
208
69
57
57
39

70
50
113

106

135

182
14
28
75

112

139

21.62
145.31
30.34
7.34
17.65
4.17
18.44
42.23
21.62
44.61
33.51
20.03
4.17
2.59

3.38

11.31

6.55
4.17
4.96
39.06
2.59
4.96
5.76
7.34
4.17
8.14
5.76
8.14
3.38
30.34
18.44
12.1
4.17

3.38

15.27
4.17
127.87

28.94
144.2
39.42
9.73
16.72
1.87
18.46
30.69
24.58
28.94
49.9
25.45
6.24

2.75

1.87
2.75
7.11
2.75
4.49

7.11

1.87
2.75

21.61
155.11
66.77
7.87
13.76
3.94
29.47
58.91
16.71
25.54
58.91
18.67
3.94

1.98

8.85

2.96
15.72
2.96
6.89
70.69
3.94
2.96
2.96
6.89
4.93
7.87

3.94
5.91
30.45
9.83
13.76
6.89
1

1
20.63
11.8
148.24

24.96
119.03
23.19
8.1
19.64

13.42
24.07
30.28
22.3
39.16
223
3.66

3.66

1.89

13.42
3.66
3.66
4.55

9.87

1.89
1.89

12.54

1.89
15.2

8.99
55.13
2.77
2.77
2.77
8.1
5.44
6.32
5.44
3.66
4.55
33.83
16.97
7.21
6.32
2.77
3.66
10.76
4.55
112.81

26.51
110.7
3331
6.1
16.31
5.25
18.01
18.01
29.06
35.02
56.28
24.81
3.55

3.55

3.55
4.4
8.65
2.7
2.7

1.85
1.85

2.7
1.85

2.7

11.2
5.25
6.1
58.83
4.4
6.1
2.7
3.55
4.4
6.95

4.4
29.91
16.31
15.46

10.35

11.2
3.55
80.94

28.6
139.89
57.07
7.9
13.08
2.73
26.02
38.96
21.7
27.74
63.97
22.57
3.59

3.59

2.73

7.9
8.76
1.86

3.59
4.45

2.73
10.49
4.45
5.31

66.56

3.59
2.73
4.45
9.63
3.59
2.73
5.31
23.43
15.66
13.94
6.18

1.86

27.74
10.49
116.59

0.889

0.980

0.438
0.042
0.019
0.558
0.757
0.879
0.157
0.016
0.044
0.651
0.004
0.299
0.257
0.040

0.423

0.939
0.206
0.779
0.491
0.801
0.184
0.175
0.942
0.130
0.496

0.221

0.712

0.585
0.679
0.993
0.879
0.349
0.625
0.348
0.323
0.422
0.421
0.950
0.498
0.089
0.490
0.684
0.538
0.822
0.316
0.863
0.423
0.961
0.302
0.094

2.44

24.06
148.21
45.51
8.31
16.04
3.33
22.12
43.94
20.97
33.03
47.44
21.38
4.78
2.44

1.79

2.80
3.55
11.08
3.36
2.69
3.50
9.71
1.33
1.29
3.09

1.00

10.25

1.65
10.38
3.58
7.19
52.92
3.38
a.43
4.40
6.24
a.24
7.71
2.59
5.82
4.30
30.49
14.70
11.28
6.06
1.79
1.00
16.37
7.1
122.64

26.69
123.21
37.86
7.37
16.34
2.99
19.15
27.01
27.01
28.35
53.14
23.23
3.60
3.60

1.00

2.72
4.43
10.28
2.74
2.45
2.18
a.24
1.28
2.73
2.73

10.56

1.87
12.30
3.57
6.80
60.17
2.72
3.29
3.02
4.79
4.76
7.63
3.34
2.46
4.75
29.06
16.31
12.20
7.62
1.88
1.89
16.57
6.20
103.45

111
0.83
0.83
0.89
1.02
0.90
0.87
0.61
1.29
0.86
112
1.09
0.75
1.48

0.56

0.97
1.25
0.93
0.82
0.91
0.62
0.44
0.97
211
0.88

1.13
1.19
1.00
0.95
1.14
0.80
0.74
0.69
0.77
112
0.99
1.29
0.42
1.10
0.95
1.11
1.08
1.26
1.05
1.89
1.01
0.87
0.84

26.57
169.16
32.47
4.93
17.72
1.98
16.73
51.15
27.55
26.57
40.34
29.52
2.97

4.93
3.95
7.88
4.93
1.98
4.93
3.95
3.95
3.95
2.97
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30.99
149.16
20.09
4.64
17.36
2.82
14.63
58.26
21.91
23.72
56.44
27.36
4.64

2.82

5.54
6.45
10.09
2.82
2.82
3.73

4.64
5.54

17.36

10.09
2.82
2.82

66.44
2.82
3.73
2.82
3.73
4.64
8.27

3.73
5.54
35.54
17.36
12.82
7.36

2.82

12.82
5.54
80.08

31.56
155.89
42.09
7.32
22.07
2.05
14.7
62.11
11.54
14.7
38.93
28.4
5.21

13.64

18.91

3.11
41.04
2.05
3.11
3.11
5.21
4.16
10.48
3.11

4.16
43.15
11.54
22.07

5.21

1

1
25.23
9.43
135.87

47.39
171.51

19.81

27.33

7.27
26.08
17.3
4.76
29.84
16.05
8.52

8.52
2.25
13.54
6.02

4.76

11.03

2.25
3.51

61.17
220.19

35.38

32.52

6.73
31.08
22.49

3.87
29.65
13.89

8.16

57.26
155.25
15.52
4.63
37.29

10.07
64.52
8.26
4.63
26.41
2.81
8.26

0.013

0.041

0.011
0.409
0.583
0.012
0.019
0.041
0.036
0.223
0.306
0.042
0.084
0.049
0.034
0.423
NA

0.443
0.294
0.974
0.452
0.250
0.834
0.703
0.423
0.233
0.315

0.423

0.085

NA
0.541
0.184
0.208
0.368
0.211
0.568
0.232
0.137
0.655
0.069
0.779
0.055
0.112
0.156
0.362
0.364
0.137
0.501
0.423
0.114
0.082
0.798

3.57

29.71
158.07
31.55
5.63
19.05
2.28
15.35
57.17
20.33
21.66
45.24
28.43
4.27
1.61

1.00

5.58
5.56
8.43
3.62
1.93
3.57
3.39
1.98
3.20
4.57

1.00

14.60

1.00
12.95
2.26
6.57
56.81
1.96
4.91
3.29
5.28
6.22
9.53
1.70
3.22
4.55
41.97
16.19
18.52
6.82
3.90
2.97
18.92
8.93
113.29

55.27
182.32
23.57
2.21
32.38
1.00
8.02
40.56
16.02
a.42
28.63
10.92
8.31
1.00

1.00

7.10
3.23
8.56
2.67
1.48
4.07
4.82
1.00
1.42
3.40

1.00
14.08
1.00
2.25
72.75
1.00
6.58
6.17
8.99
6.70
12.63
2.25
9.09
8.26
47.35
23.74
11.33
3.52
2.44
1.00
7.95
2.21
108.78

1.86
1.15
0.75
0.39
1.70
0.44
0.52
0.71
0.79
0.20
0.63
0.38
1.95
0.62

1.00

1.27
0.58
1.02
0.74
0.76
1.14
1.42
0.50
0.44
0.74

1.00
1.09
0.44
0.34
1.28
0.51
1.34
1.87
1.70
1.08
1.32
1.32
2.82
1.81
1.13
1.47
0.61
0.52
0.63
0.34
0.42
0.25
0.96
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Complement factor I
60 heat shock protein, mitochondrial
Clusterin

Collagen alpha-2(I) chain

Complement C2

Complement C3

Collagen alpha-1(XVIII) chain
Collectin-11

Probable carboxypeptidase X1

Inactive carboxypeptidase-like protein X2
Cytokine receptor-like factor 1

UPF0556 protein C190rf10 homolog
Calsyntenin-1

Connective tissue growth factor

Collagen triple helix repeat-containing protein 1

C-X-C motif chemokine 16
Protein CYR61

Cystatin-C

Dystroglycan
Dermatopontin
Dickkopf-related protein 3
Dipeptidyl-peptidase 2
Endoglin

Protein FAM20A

Protein FAM3C

Fibulin-1

Fibulin-2

EGF-containing fibulin-like extracellular matrix protein 2

Fibulin-5

Fibrillin-1

Fibronectin

Fibromodulin

Follistatin

Glucose-6-phosphate isomerase

N-acet

Growth arrest-specific protein 6
Growth/differentiation factor 6
Glia-derived nexin

Gelsolin

Growth hormone receptor
Beta-galactosidase-1-like protein
Glutathione peroxidase 3

Granulins

78 glucose-regulated protein

Heat shock cognate 71 protein

Serine protease HTRAL

Insulin-like growth factor-binding protein 2
Insulin-like growth factor-binding protein 3
Insulin-like growth factor-binding protein 4
Plasma protease C1 inhibitor

Intercellular adhesion molecule 1
Interleukin-1 receptor accessory protein
Interleukin-6 receptor subunit beta
Interferon-alpha/beta receptor beta chain

Inhibin beta B chain

CFAI_MOUSE
CH60_MOUSE
CLUS_MOUSE
CO1A2_MOUSE
CO2_MOUSE
CO3_MOUSE
COIA1_MOUSE
COL11_MOUSE
CPXM1_MOUSE
CPXM2_MOUSE
CRLF1_MOUSE
CS010_MOUSE
CSTN1_MOUSE
CTGF_MOUSE
CTHR1_MOUSE
CXL16_MOUSE
CYR61_MOUSE
CYTC_MOUSE
DAG1_MOUSE
DERM_MOUSE
DKK3_MOUSE
DPP2_MOUSE
EGLN_MOUSE
FA20A_MOUSE
FAM3C_MOUSE
FBLN1_MOUSE
FBLN2_MOUSE
FBLN4_MOUSE
FBLNS_MOUSE
FBN1_MOUSE
FINC_MOUSE
FMOD_MOUSE
FST_MOUSE
G6PI_MOUSE
GALT2_MOUSE
GAS6_MOUSE
GDF6_MOUSE
GDN_MOUSE
GELS_MOUSE
GHR_MOUSE
GLB1L_MOUSE
GPX3_MOUSE
GRN_MOUSE
GRP78_MOUSE
HSP7C_MOUSE
HTRA1_MOUSE
1BP2_MOUSE
1BP3_MOUSE
1BP4_MOUSE
IC1_MOUSE
ICAM1_MOUSE
IL1AP_MOUSE
IL6RB_MOUSE
INAR2_MOUSE

INHBB_MOUSE

1

1
27.96
506.09
4.17
146.9
1.79
1
7.34
1.79
9.72
3.38
8.14
37.47
8.14
6.55
8.93
30.34
14.48
7.34
12.1
4.17

3.38

5.76
20.82
208.74
37.47
32.72
101.7
420.45
14.48
2.59
8.14

1.79
13.69
14.48
31.92

5.76
10.52

4.17
28.75

54.13
11.31
28.75
3.38
22.41
21.62
20.03
5.76
5.76
2.59
3.38

1
2.75
7.99

506.57
1.87

191.35
2.75

1
3.62
2.75

13.22
4.49
7.99
3243
8.86
7.11
14.1
49.02
16.72
12.35
14.1

5.37

7.11
33.31
202.7
40.29
34.18

104.91
404.41
13.22

5.37
2.75
7.99
7.99
6.24

28.94
5.37
7.99
4.49

40.29

34.18
9.73
35.93
2.75
27.2
25.45
20.21
4.49
7.11
6.24
5.37

1

1
17.69
393.63
10.82
237.56
2.96

7.87
26.52
197.32
42.23
39.28
84.43
394.61
10.82
1

5.91
2.96
4.93
9.83
6.89
18.67
5.91
5.91
7.87
39.28

36.34
13.76
32.41
2.96
37.32
34.37
23.58
5.91
4.93
8.85
2.96

1
4.55
16.97
463.34
4.55
128.79
1.89
2.77
5.44

1

9.87
2.77
6.32
33.83
8.1
8.1
13.42
38.27
16.09
8.1
16.09
6.32
1.89

1

8.99
11.65
203.33
37.38
33.83
101.28
404.77
8.1

1

5.44
2.77
2.77
8.99
9.87
14.31
6.32
2.77
5.44
37.38

44.48
12.54
45.37
5.44
25.85
24.07
21.41
5.44
4.55
4.55
2.77

7.8
542.7
1
148.12
1.85
1
5.25
4.4
11.2
6.1
6.1
34.17
6.1
5.25
13.76
37.57
13.76
12.91
9.5
4.4

1

1

9.5
23.96
203.39
42.67
32.46
107.3
409.18
10.35
1

6.1
5.25
5.25
7.8
7.8
22.26
6.95
5.25
6.95
38.42
4.4
29.06
18.01
39.27
4.4
31.61
22.26
17.16
6.95
6.1
4.4
1.85

21.7
399.54
7.9
276.18
1.86
1.86

2.73

8.76
4.45
7.04

2257
7.04

7.9

10.49

44.13
14.8

15.66

10.49
3.59

273
5.31
22.57
209.76
37.23
33.78
98.48
410.76
13.08

4.45
273
1.86
9.63
9.63
18.25
4.45
5.31
7.04
31.19

33.78
13.94
47.58
7.04
28.6
34.64
19.98
6.18
4.45
7.04
1.86

NA
0.737
0.646
0.993
0.359
0.784
0.230
0.228
0.885
0.729
0.215
0.832
0.244
0.869
0.958
0.846
0.390
0.450
0.379
0.624
0.522
0.698
0.423
0.423
0.629
0.052
0.672
0.717
0.399
0.351
0.869
0.451
0.423
0.372
0.241
0.341
0.376
0.968
0.243
0.823
0.223
0.421
0.936
0.423
0.108
0.332
0.108
0.074
0.952
0.933
0.381
0.442
0.054
0.699
0.192

1.00
1.58
17.88
468.76
5.62
191.94
2.50
1.00
4.64
1.85
11.25
4.27
11.27
30.50
6.98
6.85
10.95
47.40
18.59
13.11
14.63
5.48
1.79
1.00
6.91
26.88
202.92
40.00
35.39
97.01
406.49
12.84
1.53
6.47
2.24
4.90
10.50
9.20
26.51
5.68
8.14
5.51
36.11
1.00
41.55
11.60
32.36
3.03
28.98
27.15
21.27
5.39
5.93
5.89
3.90

1.00
2.18
15.49
468.53
4.48
184.36
1.87
1.88
a.47
2.13
9.94
a.44
6.49
30.19
7.08
7.08
12.56
39.99
14.88
12.22
12.03
4.77
1.30
1.58
7.93
19.39
205.49
39.09
33.36
102.35
408.24
10.51
1.00
5.33
3.58
3.29
8.81
9.10
18.27
5.91
4.44
6.48
35.66
2.13
35.77
14.83
44.07
5.63
28.69
26.99
19.52
6.19
5.03
5.33
2.16

1.00
1.38
0.87
1.00
0.80
0.96
0.75
1.88
0.96
1.16
0.88
1.04
0.58
0.99
1.01
1.03
1.15
0.84
0.80
0.93
0.82
0.87
0.72
1.58
1.15
0.72
1.01
0.98
0.94
1.06
1.00
0.82
0.65
0.82
1.60
0.67
0.84
0.99
0.69
1.04
0.55
1.18
0.99
213
0.86
1.28
1.36
1.86
0.99
0.99
0.92
1.15
0.85
0.90
0.55

17.72
333.39
1
179.98
3.95
1.98
13.78
1
4.93
6.9
11.82
22.64
6.9
6.9
10.83
37.39
16.73
8.87
16.73
6.9
1.98
1
4.93
32.47
239.97
36.4
24.6
99.34
448.45
11.82
1.98
13.78
5.92
1
4.93
4.93
19.68
5.92
5.92
2.97
46.24

41.32
9.85
51.15
4.93
23.62
23.62
20.67
6.9
7.88
6.9
5.92
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5.54
418.2
1
272.77
191

4.64
8.27
22.81
234.59
38.27
30.09
113.71
480.91
21

1

9.18
373
3.73
6.45
10.09
28.27
2.82
4.64
4.64
45.54

31.9
10.09
39.17

191
22.81
29.18
13.72

5.54

6.45

6.45

2.82

1

1
23.13
449.86
8.38
301.29
6.27
7.32
6.27

1
10.48
3.11
9.43
18.91
7.32
11.54
11.54
45.25
21.02
13.64
12.59
4.16

1

1

9.43
29.45
242.29
37.88
41.04
73.7
395.07
8.38

1

4.16

5.21
8.38
6.27
23.13
5.21
6.27
2.05
50.52

37.88
7.32
36.82
5.21
29.45
38.93
19.97
6.27
6.27
10.48
4.16

3.87
330.5
1
157.15
6.73

1

5.3

1
13.89
3.87
8.16
21.06
5.3
9.6
15.33
68.33
19.62
13.89
23.92
2.43

1

1

8.16
43.98
415.03
56.87
52.57
82.66
750.26
6.73

12.46
52.57

19.62
25.35
39.68

32.52
43.98
25.35
5.3
3.87
12.46
6.73

15.52
196.99
10.07
140.73
10.07
11.89
4.63

11.89
4.63
13.7

28.22
4.63

17.33

15.52

79.03

10.07

15.52
13.7
2.81

6.44
28.22
265.95
73.59
46.37
62.7
425.65
8.26

10.07

2.81
4.63
4.63
28.22
13.7

8.26
51.81

4.63
51.81

37.29
42.74
30.04

2.81

4.63
26.41
10.07

0.423
NA
0.485
0.099
0.423
0.109
0.121
0.557
0.111
0.423
0.623
0.369
0.674
0.932
0.617
0.219
0.180
0.142
0.318
0.291
0.164
0.615
0.423
0.423
0.939
0.863
0.164
0.097
0.120
0.101
0.142
0.222
0.423
0.851
0.215
0.658
0.987
0.401
0.145
0.205
0.510
0.056
0.448
0.423
0.905
0.684
0.357
0.167
0.537
0.153
0.093
0.173
0.070
0.205
0.428

1.61
1.00
15.46
400.48
3.46
251.35
4.04
3.43
11.26
1.61
10.62
a.88
10.75
22.67
6.89
9.51
11.73
38.48
18.67
10.56
13.44
4.02
1.33
2.21
7.54
28.24
238.95
37.52
31.91
95.58
441.48
13.73
1.33
9.04
3.55
3.31
6.59
7.10
23.69
4.65
5.61
3.22
47.43
1.00
37.03
9.09
4238
4.02
25.29
30.58
18.12
6.24
6.87
7.94
4.30

2.43
1.00
13.07
249.30
4.02
148.11
7.19
4.63
5.32
1.00
11.85
6.51
9.29
22.19
6.15
13.49
13.96
62.83
13.99
12.64
20.81
4.59
1.00
1.00
7.71
30.25
336.82
59.28
45.02
66.34
610.04
6.58
1.00
8.26
1.00
2.44
6.63
a.84
31.86
8.76
411
8.91
49.75
1.42
36.08
12.00
47.96
1.84
29.04
38.43
26.32
4.29
4.00
15.80
6.77

1.51
1.00
0.85
0.62
1.16
0.59
1.78
1.35
0.47
0.62
112
1.33
0.86
0.98
0.89
1.42
1.19
1.63
0.75
1.20
1.55
1.14
0.75
0.45
1.02
1.07
1.41
1.58
1.41
0.69
1.38
0.48
0.75
0.91
0.28
0.74
1.01
0.68
1.34
1.88
0.73
2.77
1.05
1.42
0.97
1.32
1.13
0.46
1.15
1.26
1.45
0.69
0.58
1.99

1.57
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87
92

215

338

202
49

532

251
138

443
435
107
259

89
71
46

369
146
99

627
119
265
395

superfamily
protein

Integrin beta-1

Integrin beta-like protein 1

Inter-alpha-trypsin inhibitor heavy chain H2

Laminin subunit alpha-2
Laminin subunit alpha-4

Laminin subunit beta-1

Laminin subunit gamma-1

Low-density lipoprotein receptor
Galectin-3

Galectin-3-binding protein

Leucine-rich repeat LGI family member 2
Leukemia inhibitory factor receptor

Lysyl oxidase homolog 1

Lysyl oxidase homolog 3

Latent-transforming growth factor beta-binding protein 2

Latent-transforming growth factor beta-binding protein 4

Lumican
Protein-lysine 6-oxidase
Lysozyme C-2

fic alph:
P p

Microfibrillar-associated protein 5
Lactadherin

Macrophage migration inhibitory factor
Mimecan

Macrophage metalloelastase
Neutrophil collagenase

Mesothelin

Beta-nerve growth factor

Nidogen-2

Protein NOV homolog

Epididymal secretory protein E1
Nephronectin

Olfactomedin-like protein 3
Olfactomedin-like protein 28

Group XV phospholipase A2
Plasminogen activator inhibitor 1
Inactive serine protease PAMR1

Procollagen C-endopeptidase enhancer 1

Proprotein convertase subtilisin/kexin type 9

Platelet-derived growth factor D

Phosphatidylethanolamine-binding protein 1

Pigment epithelium-derived factor

Basement membrane-specific heparan sul
core protein

Plasma glutamate carboxypeptidase
Biglycan

Decorin

Placenta-specific protein 9
Phospholipid transfer protein
Periostin

Peroxiredoxin-4

Vitamin K-dependent protein S

Serine protease 23

Receptor-type tyrosine-protein phosphatase gamma

leucine-rich repeat

ISLR_MOUSE
ITB1_MOUSE
ITGBL_MOUSE
ITIH2_MOUSE
LAMA2_MOUSE
LAMA4_MOUSE
LAMB1_MOUSE
LAMC1_MOUSE
LDLR_MOUSE
LEG3_MOUSE
LG3BP_MOUSE
LGI2_MOUSE
LIFR_MOUSE
LOXL1_MOUSE
LOXL3_MOUSE
LTBP2_MOUSE
LTBP4_MOUSE
LUM_MOUSE
LYOX_MOUSE
LYZ2_MOUSE
MA2B2_MOUSE
MFAPS_MOUSE
MFGM_MOUSE
MIF_MOUSE
MIME_MOUSE
MMP12_MOUSE
MMP8_MOUSE
MSLN_MOUSE
NGF_MOUSE
NID2_MOUSE
NOV_MOUSE
NPC2_MOUSE
NPNT_MOUSE
OLFL3_MOUSE
OLM2B_MOUSE
PAG15_MOUSE
PAI1_MOUSE
PAMR1_MOUSE
PCOC1_MOUSE
PCSK9_MOUSE
PDGFD_MOUSE
PEBP1_MOUSE
PEDF_MOUSE

Ifate proteoglycan
PGBM_MOUSE

PGCP_MOUSE
PGS1_MOUSE
PGS2_MOUSE
PLAC9_MOUSE
PLTP_MOUSE
POSTN_MOUSE
PRDX4_MOUSE
PROS_MOUSE
PRS23_MOUSE
PTPRG_MOUSE

116

4.96
3.38
3.38
4.17
1.79
3.38
3.38
7.34
1.79
1.79
27.96
2.59

11.31
18.44
24.79
15.27
13.69
14.48

8.14

2.59

3.38
20.82

8.14
17.65

1.79
2.59
9.72
5.76
7.34
4.17

5.76

4.96
113.59
4.96

27.17

6.55
4.96
38.27

27.17
17.65
53.33
32.72
3.38
12.1
30.34
9.72
11.31
5.76
1.79

7.11

131.1

21.08

5.37
4.49
33.31

1235
18.46
36.8
17.59
2.75
9.73
24.58
5.37
16.72
6.24
4.49

10.82
153.14
4.93
33.39
1

6.89
2.96
24.56

19.65
17.69
21.61
38.3
4.93
12.78

14.74

16.71
4.93
5.91

5.44
2.77
2.77
3.66
3.66

13.42
7.21

26.74
1.89
3.66

19.64
2.77

16.09
17.86
23.19
6.32
8.99
17.86
6.32
1.89
9.87
33.83
1.89
5.44
16.97
1.89
1.89
3.66
6.32

11.65
2.77
7.21

8.1
134.11

16.09
2.77
6.32
3.66

32.06

18.75
17.86
40.93

23.19

10.76
16.97
4.55
16.09
5.44
3.66

3.55
2.7
4.4

3.55
9.5
7.8

23.11

3.55

19.71
4.4
1.85
20.56
12,91
16.31
9.5
14.61
21.41
5.25
4.4
7.8
26.51
2.7
5.25
6.95

3.55
11.2
4.4
10.35
4.4
14.61
3.55
8.65
140.46

27.36
1.85
5.25
3.55

34.17

14.61
18.01
35.87
16.31
5.25
12.91
24.81
8.65
14.61
5.25
4.4

18.25
24.29
22.57
23.43
6.18
11.35
17.39
7.9
14.8
6.18
5.31

0.293
0.652
0.954
0.221
0.813
0.759
0.559
0.206
0.238
0.540
0.217
0.261
0.271
0.229
0.339
0.839
0.086
0.259
0.089
0.481
0.425
0.273
0.612
0.221
0.682
0.781
0.991
0.496
0.969
0.715
0.114
0.568
0.686
0.344
0.423
0.455
0.131
0.184
0.440
0.063
0.190
0.120
0.564

0.506
0.445
0.427
0.163
0.785
0.937
0.556
0.686
0.921
0.979
0.653

5.41
1.79
3.61
2.38
5.48

11.58
6.05
14.75
5.66
1.88
35.62
4.80
1.00
16.37
19.25
20.35
14.74
16.25
15.31
7.05
2.40
4.59
24.95
1.00
6.22
10.77
1.29
3.55
3.64
8.67
5.28
9.01
2.06
9.71
1.00
7.63

132.61

3.63
27.21
1.00
6.27
a.14
32.05

19.72
17.93
37.25
29.54
3.69
11.54
23.22
5.36
14.91
5.64
4.06

4.19
2.16
3.59
1.89
4.75
13.44
7.06
24.14
4.73
2.46
26.68
2.72
2.15
19.74
17.78
19.25
6.18
13.38
21.19
6.20
4.16
7.66
28.21
1.86
5.62
10.32
1.30
3.31
3.60
9.91
2.42
10.25
2.72
11.34
1.85
8.79
144.19
1.00
21.43
2.16
5.92
3.31
30.46

17.20
20.05
33.12
20.98
414
11.67
19.72
7.03
15.17
5.62
4.46

0.77
1.20
0.99
0.79
0.87
1.16
1.17
1.64
0.84
1.31
0.75
0.57
2.15
1.21
0.92
0.95
0.42
0.82
1.38
0.88
1.73
1.67
1.13
1.86
0.90
0.96
1.01
0.93
0.99
114
0.46
114
1.32
1.17
1.85
1.15
1.09
0.28
0.79
2.16
0.94
0.80
0.95

0.87
1.12
0.89
0.71
1.12
1.01
0.85
1.31
1.02
1.00
1.10

6.9
3.95
1.98

4.93
3.95

14.77

3.95
36.4

21.65
16.73
30.5
15.75
12.8
11.82
13.78
6.9
9.85
38.37
4.93
2.97
20.67

3.95

2.97
11.82
8.87
16.73
4.93
9.85
1
7.88
154.41
5.92
22.64
3.95
6.9
10.83
27.55

25.59
25.59
33.45
33.45
6.9
7.88

9.85

15.75
4.93
1.98
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5.54
1.91
1.91

17.36
27.36
8.27
29.18
191

41.9
191

39.17
19.18
20.09
11.91
22.81
19.18
6.45
7.36
5.54
43.72
3.73
1.91
5.54

7.36
11.91
9.18
2.82
8.27

10.09
161.88

21
2.82
11.91
8.27
31.9

16.45
28.27
45.54
29.18

3.73
14.63

23.72

13.72
5.54
2.82

26.29
31.56
31.56
44.2
6.27
13.64

5.21

13.64
3.11
5.21

17.3
27.33
31.09

31.09

9.78

7.27

13.54
3.51
2.25

11.03
3.87

6.73

68.33
11.03
11.03
1

9.6

1

9.6
218.76
1
25.35

3.87
11.03
69.77

18.19
33.95
16.76

28.22

12.46
13.89
13.89
21.06

8.16

11.89
46.37
10.07
17.33

2.81

13.7

20.96
6.44

0.303
0.052
0.314
0.423
0.423
0.259
0.210
0.177
0.314
0.457
0.068
0.423
NA
0.077
0.087
0.602
0.482
0.328
0.213
0.691
0.375
0.682
0.441
0.921
0.390
0.616
0.847
0.423
0.892
0.205
0.927
0.799
0.119
0.434
NA
0.541
0.104
0.212
0.135
0.205
0.119
0.268
0.190

0.276
0.196
0.156
0.354
0.052
0.958
0.128
0.423
0.322
0.415
0.276

5.88
2.29
2.33
1.00
6.45
12.85
7.57
20.95
2.71
3.74
42.94
1.30
1.00
30.44
17.92
21.06
12.71
19.93
19.45
9.54
7.19
8.62
41.75
3.22
2.66
10.83
2.33
3.81
2.01
10.59
9.02
11.78
3.27
8.13
1.00
7.73
165.47
3.34
24.36
2.59
9.06
9.51
30.34

22.78
28.47
36.85
35.61
5.63
12.05
12.93
1.00
14.37
4.53
3.34

8.44
3.81
1.42
2.21
1.00
1.89
2.79
8.30
1.00
2.81
53.22
1.00
1.00
18.48
24.68
25.43
19.09
30.04
14.56
11.21
5.38
7.71
43.69
3.21
430
9.45
2.91
2.81
2.21
41.66
8.90
10.90
1.00
6.33
1.00
6.52
200.62
1.42
27.57
1.00
a.42
10.71

49.12

15.79
35.88
19.31
25.55
1.60
11.98
7.39
5.30
18.52
6.04

1.42

1.43
1.67
0.61
2.21
0.15
0.15
0.37
0.40
0.37
0.75
1.24
0.77
1.00
0.61
1.38
1.21
1.50
1.51
0.75
1.18
0.75
0.89
1.05
1.00
1.61
0.87
1.25
0.74
1.10
3.93
0.99
0.93
0.31
0.78
1.00
0.84
1.27
0.42
1.13
0.39
0.49
1.13
1.62

0.69
1.26
0.52
0.72
0.28
0.99
0.57
5.30
1.29
1.33
0.42


http://circres.ahajournals.org/

607
611
82

105

Retinoic acid receptor responder protein 2
Ribonuclease 4

Semaphorin-3A

Semaphorin-3C

Semaphorin-3D

Semaphorin-3€

Semaphorin-3F

Secreted frizzled-related protein 3

slit homolog 2 protein

slit homolog 3 protein

Superoxide dismutase [Cu-Zn]
Extracellular superoxide dismutase [Cu-Zn]
Serine protease inhibitor A3N

Sushi, von Willebrand factor type A, EGF and pentraxin
domain-containing protein 1

Transcobalamin-2
Translationally-controlled tumor protein
Tenascin

Tissue factor pathway inhibitor

Transforming growth factor beta-2

Protei g 2
Thioredoxin 0S=Mus musculus GN=Txn PE=1 SV=3
Metalloproteinase inhibitor 1
Metalloproteinase inhibitor 2

Metalloproteinase inhibitor 3 0S=Mus musculus GN=Timp3
PE=2 SV=1

Tubulointerstitial nephritis antigen-like
Tumor necrosis factor receptor superfamily member 118
Serotransferrin

Thrombospondin-2

Thrombospondin-3

Vascular cell adhesion protein 1

Vascular endothelial growth factor A

Vascular endothelial growth factor D

Pantetheinase 0S=Mus musculus GN=Vnn1 PE=1 SV=2
von Willebrand factor

WNT1-inducible-signaling pathway protein 1
WNT1-inducible-signaling pathway protein 2

C-C motif chemokine 2

Complement C4-B

RARR2_MOUSE
RNAS4_MOUSE
SEM3A_MOUSE
SEM3C_MOUSE
SEM3D_MOUSE
SEM3E_MOUSE
SEM3F_MOUSE
SFRP3_MOUSE
SLIT2_MOUSE
SLIT3_MOUSE
SODC_MOUSE
SODE_MOUSE
SPA3N_MOUSE

SVEP1_MOUSE
TCO2_MOUSE
TCTP_MOUSE
TENA_MOUSE
TFPI1_MOUSE
TGFB2_MOUSE
TGM2_MOUSE
THIO_MOUSE
TIMP1_MOUSE
TIMP2_MOUSE

TIMP3_MOUSE
TINAL_MOUSE
TR11B_MOUSE
TRFE_MOUSE
TSP2_MOUSE
TSP3_MOUSE
VCAM1_MOUSE
VEGFA_MOUSE
VEGFD_MOUSE
VNN1_MOUSE
VWF_MOUSE
WISP1_MOUSE
WISP2_MOUSE
CCL2_MOUSE

CO4B_MOUSE

94.56
20.03
4.17
2.59
2.59

4.96

12.89
31.92

2.75
4.49
1.87

12.35
7.11
13.22

2.75

7.11
14.1
46.41
56.88

81.33
15.84
2.75
21.08
7.11

5.37

3.62
21.08
35.05

1.87
2.75
4.49
54.26

5.37

36.8
2.75
23.7

2.75
17.59
2.75

16.72

2.96
4.93
4.93

6.89
12.78
14.74

6.89

7.87
17.69
47.13
54.01

66.77
17.69

3.94
2.96
9.83
1.98
2.96
34.37
45.17

2.7
3.55
3.55

11.2
4.4
15.46
6.95
5.25
8.65
16.31
33.31
45.22

72.43
18.01
2.7
18.01
6.1
6.1
4.4
2.7
18.86
3246

6.1
4.4
6.95
64.78

6.1

42.67
5.25
13.76

3.55
17.16
3.55

19.71

2.73
4.45
4.45
5.31
10.49
13.08
10.49

3.59

9.63
18.25
45.86
59.66

58.8
19.12
2.73
13.94
4.45
8.76
1.86
6.18
24.29
39.82

6.18
4.45

118.32

47.58
1.86
19.12
2.73

1.86
16.53
4.45

22.57

NA

0.805
0.866
0.905
0.318
0.879
0.775
0.805
0.851
0.913
0.121
0.196
0.288
0.365

0.101
0.107
0.762
0.319
0.430
0.686
0.198
0.300
0.790
0.548

0.872
0.337
0.399
0.456

0.704

0.253
0.837
0.634
0.423
0.423
0.184
0.379
0.178

0.649

2.77
4.00
3.13
1.00
7.28
6.96
10.71
4.87
3.64
6.12
16.22
43.14
62.93

80.89
17.85
2.64
9.20
4.22
6.72
1.33
2.53
22.78
37.38

2.61
3.22
3.48
95.87
4.10
1.00
43.71
3.03
17.30
1.65
2.32
1.58
12.38
1.85

16.30

2.73
3.89
3.00
2.73
7.56
7.64
10.17
5.33
3.30
8.79
18.95
37.67
49.49

68.04
19.22
2.14
15.12
5.33
7.06
3.60
4.77
21.22
35.67

3.00
3.86
5.02
75.57
3.88
1.00
46.69
3.29
15.14
1.58
1.89
2.14
14.82
3.59

17.68

0.99
0.97
0.96
2.73
1.04
1.10
0.95
1.09
0.91
1.44
117
0.87
0.79

0.84
1.08
0.81
1.64
1.26
1.05
2.72
1.89
0.93
0.95

1.15
1.20
1.44
0.79
0.95
1.00
1.07
1.09
0.87
0.95
0.81
1.35
1.20
1.94

1.08

2.97
8.87
1.98
2.97
8.87
19.68
7.88
2.97
5.92
4.93
20.67
28.54
54.1

53.12
15.75
1.98
14.77
4.93
2.97
1.98
1.98
48.2
31.49

4.93

1.98

69.84
2.97
1.98
54.1
4.93
6.9
9.85

30.5
3.95

15.75

2.82
7.36
1.91
4.64
7.36
9.18
10.09
4.64
2.82
8.27

25.54
77.35

79.17
19.18

30.09
4.64

5.54

1.91
38.27
21.91

2.82
4.64
4.64
83.71
5.54
1.91
50.99
8.27
10.09

1.91
16.45
4.64

17.36

36.82
16.8
3.11

5.21
5.21
2.05
2.05
48.41
29.45

2.05
9.43

142.19

75.81
4.16

14.7

17.86
5.21

18.91

83.75

14.79

68.7

14.79
6.02
3.51

19.81
2.25

13.54

2.43
6.73
3.87

6.73

45.41

39.68

144.26
6.73
3.87

74.06
8.16
22.49

19.62
2.43

12.46

4.63
4.63
10.07

2.81
15.52
24.59

11.89
22.78
44.55
93.55

75.4
2.81
19.15

0.807
0.106
0.369
0.217
0.199
0.718
0.564
0.514
0.258
0.896
0.120
0.907
0.064

0.221
0.237
0.872
0.577
0.613
0.237
0.898
0.593
0.965
0.130

0.119
0.184
0.423
0.165
0.368
0.742
0.212
0.251
0.070
0.423
0.423
0.423
0.384
0.072

0.140

2,97
7.15
2.68
2.87
7.50
11.71
10.54
2.87
3.25
7.19
16.51
32.41
66.63

56.37
17.24
2.03
15.29
4.93
4.57
1.68
1.98
44.96
27.62

3.27
5.35
2.21
98.58
3.17
1.63
60.30
5.79
10.56
3.95
1.00
1.30
21.60
4.60

17.34

2.69
6.21
4.98
1.00
3.51
8.95
13.34
1.84
1.00
6.78
23.84
33.43
111.19

44.28
22.66
1.84
10.14
4.07
1.84
1.60
2.63
45.14

44.35

1.00
1.00
1.00
162.23
7.51
1.96
72.72
3.99
18.81
2.67
1.84
1.00
17.11
1.89

11.42

0.91
0.87
1.86
0.35
0.47
0.76
1.27
0.64
0.31
0.94
1.44
1.03
1.67

0.79
1.31
0.90
0.66
0.83
0.40
0.96
1.33
1.00
1.61

0.31
0.19
0.45
1.65
2.37
1.20
1.21
0.69
1.78
0.68
1.84
0.77
0.79
0.41

0.66
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Online-Table III: ECM proteins changes in the secretome of CFs following miR-30c transfection

; 5 i
Control  Control Anti » Average  Average Control  Control Pre  Control » Average 3 2 3
Anti-miR miR Sample Control ~ Anti ttest  Control Anti: anti-miR- Pre-miR  miR Sample Pre-miR  Pre-miR-30c Pre-miR-30c Pre-miR-30c ttest  Control Pre Average pre: &
# __Identified Proteins Accession Number MW (kDa) _Sample 1 2 miR Sample 3 Sample 1 Sample 2 Sample 3 (paired) miR 30c Ratio  Sample 1 2 Sample 3 Sample1  Sample 2 Sample 3 (paired) miR miR-30c Ratio s
228 Collagen alpha-1(XI) chain COBA1_MOUSE 181 10.44 11.74 16.16 10.34 14.37 9.72  0.676 12.78 11.48 0.90 29.5 25.37 23.61 15.2 13.45 9.48 0.003 26.16 12.71 0.49
173 Calumenin CALU_MOUSE 37 11.62 2.79 8.58 1 4.34 1 0.268 7.66 2.11 0.28 13.83 36.74 12.9 5.73 3.77 3.12 0.169 21.16 4.21 020 X X
66 Collagen alpha-1(V) chain CO5A1_MOUSE 184 24.6 26.07 22.22 19.68 24.4 19.69  0.089 24.30 21.26 0.87 45.18 41.61 31.94 60.18 48.02 48.68 0.058 39.58 52.29 132
5 Collagen alpha-2(V) chain CO5A2_MOUSE 145 134.34 182.74 134.37 103.75 163.68 170.46  0.847 150.48 145.96 0.97 315.93 272.31 269.98 177.35 169.71 191.71 0.026  286.07 179.59 0.63
170 Collagen alpha-1(XV) chain COFA1_MOUSE 140 22.24 9.06 17.67 17.01 8.8 1471 0.189 16.32 13.51 0.83 18.1 10.75 14.09 19.94 14.83 6.3 0.880 14.31 13.69 0.96
455 Leukemia inhibitory factor LIF_MOUSE 22 1 1 1 1 1 1 NA 1.00 1.00 1.00 10.98 10.75 2.19 4.55 5.15 2.06 0.177 7.97 3.92 0.49
Scavenger receptor cysteine-rich domain-containing
402 protein LOC284297 homolog SRCRL_MOUSE 145 4.54 3.69 4.03 7.67 6.57 349 0.263 4.09 5.91 1.45 15.25 4.25 8.14 6.92 6.53 6.3 0.484 9.21 6.58 0.71
393 Placenta-specific protein 9 PLAC9_MOUSE 11 3.36 4.58 1 1 3.23 1 0212 2.98 174 0.59 6.7 9.12 4.57 1 1 1 0.048 6.80 1.00 0.15
3 Collagen alpha-1(III) chain CO3A1_MOUSE 139 377.43 314.35 47234 354.6 309.64 34116 0.312 388.04 335.13 0.86 485.51 504.62 391.38 42234 443.51 394.08 0.202  460.50 419.98 0.91
148 Laminin subunit alpha-4 LAMA4_MOUSE 202 13.98 20.7 25.25 9.01 8.8 723 0.091 19.98 8.35 0.42 2.43 18.87 3.38 8.1 9.3 9.48 0.900 8.23 8.96 1.09
454 Latent-transforming growth factor beta-binding protein 1 LTBP1_MOUSE 187 4.54 2.79 1 6.34 3.23 1 0.302 2.78 3.52 1.27 6.7 5.87 3.38 3.37 2.38 2.06 0.060 5.32 2.60 0.49
127 Coiled-coil domain-containing protein 80 CCD8O_MOUSE 108 13.98 30.54 14.64 13.01 23.28 18.44  0.690 19.72 18.24 0.93 30.93 7.5 22.42 2.18 5.15 10.54 0.205 20.28 5.96 0.29
1 Collagen alpha-1(I) chain CO1A1_MOUSE 138 380.97 330.46 493.56 331.92 291.81 33119 0.170 401.66 318.31 0.79 616.61 543.61 525.87 388.01 496.06 427.98 0.147  562.03 437.35 0.78
48 Collagen alpha-1(1V) chain CO4A1_MOUSE 161 15.16 15.32 10.09 11.67 14.37 1471 0.982 13.52 13.58 1.00 238 22.12 21.23 16.39 21.74 2431 0.662 22.38 20.81 0.93
7 SPARC SPRC_MOUSE 34 251.17 114.7 3132 269.21 221.62 21531 0.893 226.36 235.38 1.04 261.78 319.42 204.52 259.01 288.63 207.61 0.434  261.91 251.75 0.96
167 Collagen alpha-1(VIII) chain COBA1_MOUSE 74 3.36 7.27 4.03 2.33 5.46 1 0.078 4.89 2.93 0.60 3.85 2.62 5.76 1 1 5.24 0.132 4.08 2.41 0.59
12 Follistatin-related protein 1 FSTL1_MOUSE 35 127.26 70.83 176.8 151.78 112.42 121.86  0.912 124.96 128.69 1.03 154.9 160.21 109.31 140.66 137.9 87.88 0.017  141.47 122.15 0.86
321 Follistatin-related protein 3 FSTL3_MOUSE 27 4.54 2.79 5.55 5 6.57 723 0179 4.29 6.27 1.46 3.85 2.62 4.57 3.37 2.38 1 0.314 3.68 2.25 0.61
340 Ribonuclease T2 RNT2_MOUSE 30 5.72 4.58 5.55 5 7.69 474 0723 5.28 5.81 1.10 6.7 7.5 4.57 4.55 5.15 4.18 0.120 6.26 4.63 0.74
594 Proteoglycan 4 PRG4_MOUSE 116 218 2.79 4.03 3.67 2.11 349  0.910 3.00 3.09 1.03 5.28 4.25 1 3.37 3.77 1 0.299 3.51 2.71 0.77
Disintegrin and metalloproteinase domain-containing
436 protein 17 ADA17_MOUSE 93 3.36 1.9 4.03 3.67 3.23 349 0568 3.10 3.46 112 1 4.25 4.57 3.37 3.77 1 0.775 3.27 271 0.83
96 Protein-lysine 6-oxidase LYOX_MOUSE 47 17.52 12.64 22.22 2235 15.49 172 0.796 17.46 18.35 1.05 19.53 23.74 20.04 9.28 10.68 10.54 0.010 21.10 10.17 0.48 X
525 Antithrombin-11T ANT3_MOUSE 52 5.72 1.9 1 3.67 3.23 598  0.557 2.87 4.29 1.49 3.85 7.5 2.19 1 3.77 5.24 0.636 4.51 3.34 0.74
366 Secreted frizzled-related protein 1 SFRP1_MOUSE 35 8.08 11.74 2.52 3.67 8.8 723 0785 7.45 6.57 0.88 6.7 9.12 5.76 3.37 5.15 1 0.010 7.19 3.17 0.44
2 Collagen alpha-2(I) chain CO1A2_MOUSE 130 296.01 274.95 352.61 322.58 269.53 32372 0.887 307.86 305.28 0.99 499.76 399.02 369.96 345.41 431.06 360.18 0517 42291 378.88 0.90
162 Integrin beta-1 ITB1_MOUSE 88 22.24 9.95 20.7 19.68 12.14 1221 0.440 17.63 14.68 0.83 18.1 205 1171 19.94 25.89 12.65 0.183 16.77 19.49 1.16
233 Gamma-glutamy! hydrolase GGH_MOUSE 35 5.72 9.06 13.12 11.67 9.91 8.48  0.836 9.30 10.02 1.08 9.55 14 6.95 5.73 3.77 5.24 0.177 10.17 4.91 0.48
193 Microfibrillar-associated protein 5 MFAP5_MOUSE 19 12.8 6.37 8.58 9.01 6.57 598  0.223 9.25 7.19 0.78 13.83 14 9.33 9.28 6.53 6.3 0.061 12.39 7.37 0.59
19 Insulin-like growth factor-binding protein 7 1BP7_MOUSE 29 93.04 83.37 61.62 95.74 87.91 100.68  0.322 79.34 94.78 1.19 90.78 85.48 98.6 89.76 95.03 108.01 0.230 91.62 97.60 1.07
414 Angiopoietin-2 ANGP2_MOUSE 57 11.62 1.9 5.55 10.34 211 349  0.258 6.36 5.31 0.84 3.85 2.62 1 5.73 2.38 1 0.500 2.49 3.04 1.22
10 Collagen alpha-2(IV) chain CO4A2_MOUSE 167 30.5 37.71 40.4 42.37 22.17 62.05  0.644 36.20 42.20 117 87.93 65.98 104.55 35.32 34.19 68.81 0.024 86.15 46.11 0.54
51 Prolargin PRELP_MOUSE 43 56.46 56.51 43.44 46.37 38.88 4336 0.210 52.14 42.87 0.82 33.78 23.74 28.37 30.59 27.27 26.43 0.820 28.63 28.10 0.98
54 Collagen alpha-2(VI) chain CO6A2_MOUSE 110 48.2 66.35 3131 37.03 43.34 3589 0.342 48.62 38.75 0.80 26.65 36.74 23.61 37.69 25.89 25.37 0.928 29.00 29.65 1.02
375 ptor-typ ine-protei gamma PTPRG_MOUSE 161 4.54 1.9 2.52 1 1 349  0.470 2.99 1.83 0.61 1 2.62 3.38 3.37 2.38 6.3 0.226 233 4.02 172
142 Epididymal secretory protein E1 NPC2_MOUSE 16 12.8 6.37 7.06 15.68 9.91 723 0.167 8.74 10.94 1.25 15.25 1237 9.33 6.92 9.3 7.36 0.151 12.32 7.86 0.64
101 Dystroglycan DAG1_MOUSE 97 15.16 11.74 16.16 10.34 15.49 1221 0.602 14.35 12.68 0.88 22.38 23.74 23.61 18.75 10.68 9.48 0.091 23.24 12.97 0.56 X X
483 Aggrecan core protein PGCA_MOUSE 222 4.54 1.9 1 3.67 2.11 225 0778 2.48 2.68 1.08 6.7 1 3.38 5.73 3.77 1 0.911 3.69 3.50 0.95
352 Thioredoxin THIO_MOUSE 12 2.18 1.9 5.55 5 5.46 225  0.683 3.21 4.24 1.32 3.85 7.5 5.76 5.73 7.91 5.24 0.487 5.70 6.29 110
Disintegrin and metalloproteinase domain-containing
337 protein 9 ADAM9_MOUSE 92 4.54 6.37 1 3.67 3.23 349 0786 3.97 3.46 0.87 8.13 9.12 6.95 4.55 1 5.24 0.143 8.07 3.60 045 X X
227 Interleukin-1 receptor accessory protein IL1AP_MOUSE 66 3.36 2.79 10.09 6.34 7.69 723 0.548 5.41 7.09 1.31 5.28 7.5 6.95 5.73 9.3 3.12 0.786 6.58 6.05 0.92
183 Protein CYR61 CYR61_MOUSE 42 5.72 4.58 4.03 3.67 3.23 349 0.095 4.78 3.46 0.73 8.13 15.62 9.33 5.73 9.3 4.18 0.058 11.03 6.40 0.58
189 Interferon-alpha/beta receptor beta chain INAR2_MOUSE 57 9.26 6.37 10.09 10.34 7.69 13.46  0.118 8.57 10.50 1.22 9.55 10.75 1171 11.65 10.68 5.24 0.623 10.67 9.19 086 X X
Immunoglobulin superfamily containing leucine-rich repeat
146 protein ISLR_MOUSE 46 17.52 9.06 20.7 7.67 17.71 1471 0712 15.76 13.36 0.85 12.4 205 16.47 12.84 13.45 9.48 0.210 16.46 11.92 0.72
15 Collagen alpha-1(VI) chain CO6A1_MOUSE 108 130.8 130.81 81.32 115.75 128.02 98.19  0.975 11431 113.99 1.00 66.55 91.98 60.51 81.48 68.76 57.15 0.758 73.01 69.13 0.95
773 Mast cell protease 8 MCPT8_MOUSE 27 1 1 1 1 1 1 NA 1.00 1.00 1.00 3.85 1 1 1 1 1 0.423 1.95 1.00 0.51
53 Latent-transforming growth factor beta-binding protein 2 LTBP2_MOUSE 196 48.2 22.49 37.37 31.69 29.97 2343 0.420 36.02 28.36 0.79 39.48 57.86 31.94 37.69 39.72 21.13 0.163 43.09 32.85 0.76
75 Pentraxin-related protein PTX3 PTX3_MOUSE 42 30.5 40.39 40.4 34.36 31.08 40.87 0715 37.10 35.44 0.96 25.23 12.37 24.8 21.12 16.21 2431 0.922 20.80 20.55 0.99
331 Collagen alpha-1(1I) chain CO2A1_MOUSE 142 15.16 9.06 16.16 7.67 14.37 1595  0.850 13.46 12.66 0.94 19.53 12.37 14.09 12.84 6.53 8.42 0.003 15.33 9.26 0.60
44 Granulins GRN_MOUSE 63 22.24 27.86 7.06 23.68 36.66 3215 0.234 19.05 30.83 1.62 20.95 22.12 34.33 18.75 16.21 31.73 0.093 25.80 22.23 0.86
62 Sulfated glycoprotein 1 SAP_MOUSE 61 38.76 23.38 26.76 29.02 32.2 27.17  0.978 29.63 29.46 0.99 36.63 26.99 21.23 22.3 27.27 12.65 0.218 28.28 20.74 0.73
731 Nuclease-sensitive element-binding protein 1 YBOX1_MOUSE 36 1 1.9 1 1 1 1 0423 1.30 1.00 0.77 1 1 5.76 1 1 1 0.423 2.59 1.00 0.39 X
502 Complement C1q subcomponent subunit A C1QA_MOUSE 26 1 1 1 1 3.23 4.74  0.208 1.00 2.99 2.99 1 1 3.38 1 1 1 0.423 1.79 1.00 0.56
501 Insulin-like growth factor I 1GF1_MOUSE 17 1 2.79 1 1 1 1 0423 1.60 1.00 0.63 1 2.62 3.38 2.18 1 1 0.477 233 1.39 0.60 X
81 Fibromodulin FMOD_MOUSE 43 36.4 28.75 29.8 35.69 40 3589 0.251 31.65 37.19 118 25.23 38.37 22.42 23.49 17.59 20.07 0.316 28.67 20.38 0.71
172 Mimecan MIME_MOUSE 34 8.08 4.58 8.58 11.67 6.57 598  0.646 7.08 8.07 114 3.85 5.87 6.95 8.1 6.53 4.18 0.758 5.56 6.27 113
31 Biglycan PGS1_MOUSE 42 57.64 46.66 51.01 53.04 48.91 59.56  0.641 51.77 53.84 1.04 67.98 82.23 54.56 63.73 57.7 66.69 0.653 68.26 62.71 0.92
169 Slit homolog 3 protein SLIT3_MOUSE 168 9.26 8.16 8.58 15.68 7.69 598  0.721 8.67 9.78 113 10.98 15.62 10.52 14.02 13.45 10.54 0.862 12.37 12.67 1.02
114 WNT1-inducible-signaling pathway protein 2 WISP2_MOUSE 27 8.08 10.85 2.52 3.67 5.46 4.74  0.401 7.15 4.62 0.65 12.4 5.87 8.14 3.37 3.77 5.24 0.166 8.80 4.13 0.47
619 Olfactomedin-like protein 28 OLM2B_MOUSE 84 4.54 1 1 2.33 1 225 0782 2.18 1.86 0.85 1 4.25 1 6.92 3.77 1 0.471 2.08 3.90 1.87
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150 Mammalian ependymin-related protein 1
196 Dickkopf-related protein 3
A disintegrin and metalloproteinase with thrombospondin

177 motifs 2
209 Serum albumin
297 Semaphorin-3D

50 Extracellular superoxide dismutase [Cu-Zn]

39 Decorin

74 Plasma glutamate carboxypeptidase
202 Neutrophil gelatinase-associated lipocalin
553 Insulin-like growth factor-binding protein 6

79 Galectin-1

26 Vascular cell adhesion protein 1
130 Vascular endothelial growth factor D

98 Beta-2-microglobulin

34 Plasma protease C1 inhibitor
218 Group XV phospholipase A2

Basement P
42 core protein

267 Translationally-controlled tumor protein
9 Extracellular matrix protein 1

45 Insulin-like growth factor-binding protein 2
88 Intercellular adhesion molecule 1

431 Mesencephalic astrocyte-derived neurotrophic factor
73 Inhibin beta A chain

243 Lysozyme C-2

254 Growth/differentiation factor 6

heparan sulfate proteoglycar

472 Tumor necrosis factor receptor superfamily member 118
155 Cytokine receptor-like factor 1

27 Macrophage colony-stimulating factor 1

16 Fibrillin-1
363 Macrophage migration inhibitory factor
239 Serine protease 23

30 Pigment epithelium-derived factor

94 Superoxide dismutase [Cu-Zn]
118 Lysyl oxidase homolog 2
417 Noelin

77 Lumican
234 C-X-C motif chemokine 16
374 Insulin-like growth factor-binding protein 3
224 Sushi repeat-containing protein SRPX2
616 Golgi apparatus protein 1
651 Bone morphogenetic protein 6

670 N-acetylglucosamine-1-phosphotransferase subunit gamma
568 Mesothelin

537 Brain-derived neurotrophic factor

760 Apolipoprotein D

647 Semaphorin-3C

447 Complement C2

596 Xanthine dehydrogenase/oxidase

622 Integrin beta-like protein 1

610 Inactive serine protease PAMRL

422 Transforming growth factor-beta-induced protein ig-h3
759 Endoglin

720 von Willebrand factor

728 WNT1-inducible-signaling pathway protein 1

742 Corneodesmosin

644 Leucine-rich repeat LGI family member 2

764 Sphingomyelin phosphodiesterase

602 Semaphorin-3A

479 UPFO556 protein C190rf10 homolog

315 Semaphorin-3E

654 Cadherin-13

611 Neutrophil collagenase

705 Alpha-2-macroglobulin-P

735 Cell growth regulator with EF hand domain protein 1
656 Pantetheinase

A disintegrin and metalloproteinase with thrombospondin
707 motifs 7
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EPDR1_MOUSE
DKK3_MOUSE

ATS2_MOUSE
ALBU_MOUSE
SEM3D_MOUSE
SODE_MOUSE
PGS2_MOUSE
PGCP_MOUSE
NGAL_MOUSE
1BP6_MOUSE
LEG1_MOUSE
VCAM1_MOUSE
VEGFD_MOUSE
B2MG_MOUSE
IC1_MOUSE
PAG15_MOUSE

PGBM_MOUSE
TCTP_MOUSE
ECM1_MOUSE
1BP2_MOUSE
ICAM1_MOUSE
MANF_MOUSE
INHBA_MOUSE
LYZ2_MOUSE
GDF6_MOUSE
TR11B_MOUSE
CRLF1_MOUSE
CSF1_MOUSE
FBN1_MOUSE
MIF_MOUSE
PRS23_MOUSE
PEDF_MOUSE
SODC_MOUSE
LOXL2_MOUSE
NOE1_MOUSE
LUM_MOUSE
CXL16_MOUSE
1BP3_MOUSE
SRPX2_MOUSE
GSLG1_MOUSE
BMP6_MOUSE

GNPTG_MOUSE
MSLN_MOUSE
BDNF_MOUSE
APOD_MOUSE

SEM3C_MOUSE

CO2_MOUSE
XDH_MOUSE
ITGBL_MOUSE

PAMR1_MOUSE
BGH3_MOUSE
EGLN_MOUSE

VWF_MOUSE

WISP1_MOUSE

CDSN_MOUSE
LGI2_MOUSE
ASM_MOUSE

SEM3A_MOUSE

CS010_MOUSE

SEM3E_MOUSE

CAD13_MOUSE
MMP8_MOUSE
A2MP_MOUSE

CGRE1_MOUSE
VNN1_MOUSE

ATS7_MOUSE

10.44
3.36

8.08
5.72
3.36
31.68
61.18
23.42
6.9

11.62
56.46
17.52
17.52
61.18

5.72

36.4
8.08
117.82
26.96
18.7
3.36
23.42
5.72
8.08
218
11.62
54.1
97.76
5.72
3.36
60
5.72

3.36
29.32
8.08
3.36
15.16
3.36

9.06
4.58
4.58
34.13
33.23
20.7
8.16

14.43
39.5
10.85
9.95
44.87
2.79

48.45
7.27
100.38
18.01
18.91
3.69
26.96
6.37
4.58
5.48
10.85
33.23
102.17
3.69
6.37
51.14
9.95
12.64
2.79
20.7

2.79
9.06

b h R R R R R R R R R R R R R R R R R R R DR

5.55
4.03

63.14
7.06
128.31
23.73
28.28
4.03
13.12
4.03

13.12
55.56
63.14
7.06
7.06
72.23
11.61
2.52
4.03
26.76
10.09
2.52
7.06

233

6.34
7.67
3.67
39.7
53.04
30.36
9.01

14.34
73.06

7.67
35.69
74.39

45.03
10.34
139.77
22.35
18.35

69.05
15.68

3.67
17.01
7.67

17.01
3.67

40
7.69
133.59
28.86
19.94
4.34
34.43
4.34
7.69
211
12.14
45.57
119.11
3.23
5.46
50.03
11.03
4.34
3.23
24.4
3.23

16.6

8.48
3.49
2.25
24.67
50.84
27.17
5.98

20.94
68.28
10.97
35.89
68.28

3.49

59.56
5.98
138.06
24.67
25.92
3.49
18.44
5.98
8.48
3.49
13.46
49.59
72.02
5.98
7.23
63.3
14.71
5.98
3.49
9.72
8.48
2.25
19.69
3.49

2.25

5.98
4.74
2.25

0.299
0.268

0.914
0.896
0.278
0.436
0.724
0.171
0.566
NA

0.062
0.045
0.209
0.013
0.023
0.425

0.844
0.636
0.086
0.649
0.627
0.731
0.179
0.841
0.383
0.727
0.807
0.893
0.895
0.123
0.724
0.955
0.222
0.951
0.841
0.306
0.813
0.142
0.142
0.177
NA

0.257
NA
0.255
0.218
0.423
0.423
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA

0.190

7.75
2.80

7.06
3.77
3.99
30.86
51.00
22.11
6.36
1.00
15.08
52.02
14.34
17.07
55.39
3.68

49.33
7.47
115.50
22.90
21.96
3.69
2117
5.37
4.55
2.89
11.86
47.63
87.69
5.49
5.60
61.12
9.09
5.39
3.39
25.59
6.69
2.89
10.43
1.79
1.00

1.00
1.00
2.09
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00

1.90

5.39
1.44

6.76
4.05
3.05
33.68
48.70
26.20
7.19
1.00
16.92
66.39
9.52
31.99
67.20
4.65

48.20
8.00
137.14
25.29
21.40
3.83
25.52
5.11
7.50
2.20
11.54
48.51
85.39
4.29
5.90
60.79
13.81
5.11
3.46
17.04
6.46
1.42
17.77
3.09
1.00

2.53
1.00
1.00
3.55
2.25
1.42
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00

0.70
0.52

0.96
1.08
0.76
1.09
0.95
118
1.13
1.00
112
1.28
0.66
1.87
1.21
1.26

0.98
1.07
1.19
1.10
0.97
1.04
1.21
0.95
1.65
0.76
0.97
1.02
0.97
0.78
1.05
0.99
1.52
0.95
1.02
0.67
0.97
0.49
1.70
1.73
1.00

2.53
1.00
0.48
3.55
2.25
1.42
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00

10.98

8.13

8.13
20.95
53.73
25.23
16.68

28.08
46.6
9.55

16.68
52.3
8.13

33.78

97.9
38.05
12.4
3.85
9.55

2.43
2.43

65.13
46.6

3.85
48.03
18.1

3.85
29.5
9.55
2.43

1

9.12
2.62

10.75
9.12
5.87

25.37

70.86

15.62
4.25

35.12
43.24
15.62
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43.24

4.25

39.99
10.75
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25.37
18.87

8.14
6.95
5.76
22.42
36.71
23.61
17.66
2.19
17.66
52.18
5.76
14.09
27.18
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30.75
8.14
92.64
22.42
12.9
3.38
22.42
8.14
6.95
2.19
10.52
48.61
65.27
3.38
5.76
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12.9
5.76
3.38
17.66
6.95
4.57

9.28
8.1

21.12
49.52
12.84

9.28

23.49
79.11
8.1
9.28
35.32
6.92

57.81
9.28
81.48
24.67
17.57
3.37
14.02
5.73

3.37

43.61
58.99
4.55
9.28
58.99
10.47
2.18
3.37
21.12

3.37

9.3
12.06

18.98
65.99
13.45

5.15

23.13
77.06
5.15
21.74
52.17
9.3

32.81

68.76
25.89
20.36
3.77
27.27
2.38

10.68
56.31
72.91

6.53
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53.55
20.36

3.77
13.45
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2.38
3.77

5.24
3.12

10.54
26.43
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8.42
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5.24
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492 Metalloproteinase inhibitor 3
350 Tetranectin

554 Galectin-3

397 BMP-binding endothelial regulator protein
688 Proprotein convertase subtilisin/kexin type 9
528 Growth arrest-specific protein 6

632 Collectin-11

642 Nephronectin

748 Protein FAM20A

600 Inactive carboxypeptidase-like protein X2
544 ADAMTS-like protein 4

348 CD109 antigen

699 Laminin subunit alpha-1

332 Agrin

605 Growth-regulated alpha protein

482 Acid lik 3a

18 Serine protease inhibitor A3N
56 Metalloproteinase inhibitor 1
230 Low-density lipoprotein receptor
41 Cathepsin B
217 Laminin subunit alpha-2
110 Clusterin
257 Phosphatidylethanolamine-binding protein 1
68 Connective tissue growth factor
339 Tissue factor pathway inhibitor
221 Secreted frizzled-related protein 3
272 Ribonuclease 4
28 Laminin subunit gamma-1
281 Vascular endothelial growth factor C
29 EMILIN-1
8 Plasminogen activator inhibitor 1
255 Collagen triple helix repeat-containing protein 1
329 C-C motif chemokine 2
64 Insulin-like growth factor-binding protein 4
231 Vascular endothelial growth factor A
90 Ceruloplasmin
76 Haptoglobin
449 Fetuin-B
530 Monocyte differentiation antigen CD14
216 Neuroserpin

695 Angiotensin-converting enzyme

652 P gl 9 2

36 Cystatin-C
57 Metalloproteinase inhibitor 2
244 Protein FAM3C
657 Complement factor I
112 Carboxypeptidase E
113 Cathepsin Z
102 Lysyl oxidase homolog 1
38 Galectin-3-binding protein

A disintegrin and metalloproteinase with thrombospondin

55 motifs 5
284 Matrix metalloproteinase-19

147 Adenosine deaminase

704 Interleukin-4 receptor alpha chain

59 Stromelysin-1

32 Heat shock cognate 71 protein

124 Glia-derived nexin

292 Dipeptidyl-peptidase 2

129 Dermatopontin

43 Fibulin-5

723 EMILIN-2
641 Leukemia inhibitory factor receptor

249 Proprotein convertase subtilisin/kexin type 5
557 Phospholipase A1 member A

154 Cofilin-1
468 Beta-nerve growth factor
698 Microfibril-associated glycoprotein 4

6 Fibulin-2
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218
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7.69
14.37

13.26
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1.00
1.00
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0.45
0.69
0.39
1.00
1.00 X
1.00
1.00
2.30
1.46
1.00
0.98


http://circres.ahajournals.org/

20 Serotransferrin
626 C-X-C motif chemokine 5

372 Tubulointerstitial nephritis antigen-like

93 Periostin

726 Follistatin

210 Protein NOV homolog

242 Macrophage metalloelastase

509 Retinoic acid receptor responder protein 2

86 Apolipoprotein E

A disintegrin and metalloproteinase with thrombospondin

724 motifs 1

116 Profilin-1

765 78 glucose-regulated protein

270 Semaphorin-3F

262 Transforming growth factor beta-2

63 Lactadherin

235 Biotinidase

229 Glypican-4

24 Sulfhydryl oxidase 1

143 72 type IV collagenase

344 Macrophage-capping protein
606 60 heat shock protein, mitochondrial
534 Cartilage oligomeric matrix protein

4 Fibronectin

191 Calsyntenin-1

47 Tenascin
401 Slit homolog 2 protein

85 Laminin subunit beta-1

287 Interleukin-6 receptor subunit beta

212 Probable carboxypeptidase X1

580 ide N-a i 2
585 TGF-beta receptor type III

194 Glucose-6-phosphate isomerase
734 Fibrinogen beta chain

689 Insulin-like growth factor-binding protein 5
752 Fibulin-7

294 Platelet-derived growth factor D

Sushi, von Willebrand factor type A, EGF and pentraxin
25 domain-containing protein 1

40 EGF-containing fibulin-like extracellular matrix protein 2
288 Growth hormone receptor
587 Inter-alpha-trypsin inhibitor heavy chain H2
527 Collagen alpha-1(XVIII) chain
345 Glutathione peroxidase 3
762 Stanniocalcin-1
72 Nidogen-1
61 Peroxidasin homolog
711 Glypican-6
280 Meteorin-like protein
87 Laminin subunit beta-2
21 EGF-containing fibulin-like extracellular matrix protein 1
356 Complement C1q subcomponent subunit B
378 Complement C1q subcomponent subunit C
310 Beta-galactosidase-1-like protein
214 Latent-transforming growth factor beta-binding protein 4
412 Adenylyl cyclase-associated protein 1
171 Vitamin K-dependent protein S
125 Beta-1,4-galactosyltransferase 1
246 Spondin-2
373 Annexin A2
298 Inhibin beta B chain
35 Bone morphogenetic protein 1
153 Olfactomedin-like protein 3
168 Serine protease HTRAL
70 Procollagen C-endopeptidase enhancer 1
11 Complement C3
250 Complement C1q tumor necrosis factor-related protein 5
52 Thrombospondin-1
634 Thrombospondin-3
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4.58

17.67
13.12
4.03

14.64

2.52

41.03
14.34
6.34
3.67

10.34
10.34

3.67
18.35
18.35

7.67
14.34

38.88
211
5.46

17.71
5.46

11.03

2.11
28.86

12.14

4.34
15.49
11.03
12.14
51.14

211

5.46

96.82
11.03
322
2.11
41.11
7.69
6.57

2.11

50.03
31.08
6.57
2.11

12.14
6.57

3.23

16.6
14.37

14.37

45.86

2.25
8.48
5.98

9.72
10.97

4.74
10.97

0.670
0.975
0.523
0.642
0.423
0.881
NA

0.211
0.525

NA

0.271
NA

NA

0.920
0.443
0.016
0.863
0.571
0.801
0.247
0.728
0.868
0.317
0.942
0.879
0.822
0.438
0.586
0.043
NA

0.423
0.599
NA

NA

NA

0.423

0.685
0.511
0.378
0.714
NA

0.710
NA

0.296
0.812
NA

0.512
0.778
0.243
0.051
0.423
0.423
NA

NA

0.544
0.584
0.090
0.188
0.175
0.408
0.185
0.766
0.387
0.427
0.423
0.229
NA

45.21
1.39
3.58

17.82
1.00
7.66
1.00
1.99

35.89

1.00
10.46
1.00
1.00
6.19
21.27
8.05
8.80
39.28
6.57
2.31
1.60
1.60
133.55
8.93
29.60
3.78
25.63
5.56
12.03
1.00
1.30
6.76
1.00
1.00
1.00
2.79

57.61
23.57
5.47
1.99
1.00
2.59
1.00
19.95
12.95
1.00
3.00
17.99
30.92
1.90
1.00
1.30
1.00
1.00
2.38
7.77
4.50
3.88
4.59
16.14
10.25
7.47
18.35
8.26
1.30
2.70
1.00

51.12
1.37
5.04

16.39
2.49
7.37
1.00
1.37

28.85

1.00
11.98
1.00
1.00
5.97
17.84
13.39
8.18
46.93
5.23
4.65
2.25
1.83
101.19
8.76
31.80
3.09
29.41
7.06
7.60
1.00
1.00
7.87
1.00
1.00
1.00
1.37

45.64
20.87
6.30
2.26
1.00
1.83
1.00
11.98
11.78
1.00
3.46
20.29
19.13
3.46
1.42
174
1.00
1.00
4.39
8.76
5.04
2.11
7.99
11.74
8.93
6.33
9.65
2.16
1.00
4.25
1.00

1.13
0.98
1.41
0.92
2.49
0.96
1.00
0.69
0.80

1.00
1.15
1.00
1.00
0.96
0.84
1.66
0.93
1.19
0.80
2.01
1.41
115
0.76
0.98
1.07
0.82
1.15
1.27
0.63
1.00
0.77
1.17
1.00
1.00
1.00
0.49

0.79
0.89
1.15
114
1.00
0.71
1.00
0.60
0.91
1.00
1.15
1.13
0.62
1.82
1.42
1.34
1.00
1.00
1.84
1.13
112
0.55
174
0.73
0.87
0.85
0.53
0.26
0.77
1.57
1.00

67.98
1

6.7

12.4

23.8

6.7

2.43
10.98
6.7
10.98
23.8
2.43
2.43

179.13
3.85
4233

6.7

13.83
19.53

2.43
18.1

9.55

25.37
2.62

4.25
4.25
4.25
12.37
12.37
2.62
1

1

1
168.33
1
15.62

2.62
10.75

4.25
18.87

66.46

2.19

35.52
27.18

15.28
8.14
3.38

20.04

39.09
2.19
5.76

12.84

3.37

4.55
3.37

5.73

20.36

12.06

10.68

2.38
10.68
12.06

3.77
3.77

70.14
7.91
411
2.38

27.27
2.38
2.38

2.38
3.77

3.77
12.06

39.14

2.06
15.83

2.06
11.6

2.06
19.01

3.12
13.71
4.18
4.18
32.79
3.12
5.24
3.12
2.06
133.44
2.06
74.11

56.09

2.06
4.18

5.24
2.06

15.83
22.19

5.24
7.36

10.54

0.042
0.193
0.601
0.962
NA
0.114
NA
0.423
0.367

0.423
0.046

NA

NA
0.973
0.810
0.130
0.029
0.237
0.037
0.419
0.048
0.423
0.085
0.408
0.034
0.940
0.082
0.624
0.871

NA

NA
0.853
0.254

NA

NA
0.423

0.429
0.315
0.088
0.423
NA
0.423
NA
0.251
0.870
NA
0.423
0.338
0.019
0.201
NA
NA
NA
0.211
0.423
0.626
0.258
0.423
0.423
0.594
0.484
0.790
0.551
0.186
0.423
0.260
NA

53.27
1.94
2.98

10.62
1.00
9.93
1.00
1.79

20.40

1.00
7.84
1.00
1.00
2.56
11.76
5.17
10.10
20.32
3.60
1.87
1.00
1.00
203.43
2.74
32.35
1.40
10.41
2.19
4.07
1.00
1.00
4.73
1.00
1.00
1.00
1.40

17.32
19.15
1.00
1.00
1.00
1.79
1.00
14.30
5.84
1.00
1.79
6.13
23.77
1.00
1.00
1.00
1.00
1.00
2.08
3.30
2.35
1.79
1.79
10.78
4.40
1.79
11.21
17.02
1.40
3.06
1.00

22.53
1.00
1.81

10.55
1.00
1.00
1.00
1.35

18.88

1.35
14.64
1.00
1.00
2.50
12.80
4.10
8.05
28.30
1.71
3.34
3.02
1.35
115.53
5.23
58.46
1.46
41.53
3.39
3.70
1.00
1.00
5.24
2.28
1.00
1.00
1.00

10.81
13.33
5.65
2.77
1.00
1.00
1.00
2.41
6.54
1.00
1.00
18.06
4.22
217
1.00
1.00
1.00
2.25
1.00
4.17
4.48
1.71
1.71
13.11
2.25
1.46
9.61
9.83
1.00
2.41
1.00

0.42
0.52
0.61
0.99
1.00
0.10
1.00
0.75
0.93

1.35
1.87
1.00
1.00
0.98
1.09
0.79
0.80
1.39
0.47
1.78
3.02
1.35
0.57
1.91
1.81
1.05
3.99
1.55
0.91
1.00
1.00
111
2.28
1.00
1.00
0.72

0.62
0.70
5.65
2.77
1.00
0.56
1.00
0.17
112
1.00
0.56
2.95
0.18
2.17
1.00
1.00
1.00
2.25
0.48
1.26
1.91
0.95
0.95
1.22
0.51
0.81
0.86
0.58
0.72
0.79
1.00
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570 Peroxiredoxin-4
311 Epididymis-specific alpha-mannosidase
97 Gelsolin
117 Lysyl oxidase homolog 3
474 Matrilin-2
307 Complement factor B
379 Angiopoietin-related protein 2
296 Pappalysin-1
99 Transcobalamin-2
181 Phospholipid transfer protein
22 Complement factor H
89 Nidogen-2
128 Complement C4-B
91 Collagen alpha-1(XII) chain
100 Fibulin-1
203 Collagen alpha-1(XIV) chain
151 Thrombospondin-2

PRDX4_MOUSE
MA2B2_MOUSE
GELS_MOUSE
LOXL3_MOUSE
MATN2_MOUSE
CFAB_MOUSE
ANGL2_MOUSE
PAPP1_MOUSE
TCO2_MOUSE
PLTP_MOUSE
CFAH_MOUSE
NID2_MOUSE
CO4B_MOUSE
COCA1_MOUSE
FBLN1_MOUSE
COEA1_MOUSE
TSP2_MOUSE

3.69
10.85
18.01
15.32

9.06

2.79
3.69
19.8
15.32
47.55
30.54
10.85
6.37
32.33
11.74
14.43

3.67
3.67

3.67
233
6.34
9.01

15.68
11.67
14.34

434
3.23
5.46
5.46
7.69
4.34
2.11
3.23
11.03

12.14
14.37
16.6
5.46
7.69
5.46
244

8.48
3.49
7.23
8.48

9.72
5.98
12.21
3.49
14.71
7.23
7.23
3.49
7.23
3.49
8.48

0.865
0.653
0.466
0.564
0.186
0.189
0.480
0.546
0.916
0.444
0.478
0.390
0.060
0.873
0.382
0.376
0.589

3.86
5.07
9.93
9.14
4.08
1.00
3.00
3.86
11.25
6.56
25.22
16.80
4.68
3.58
14.42
6.55
10.59

4.61
3.46
5.45
6.31
3.23
3.00
4.72
5.18
10.75
1.83
14.18
11.09
12.72
3.32
5.31
3.32
13.07

1.19
0.68
0.55
0.69
0.79
3.00
1.57
1.34
0.96
0.28
0.56
0.66
2.72
0.93
0.37
0.51
1.23

2.43
9.55

2.19
2.19
3.38

6.95

12.84
2.18
4.55
2.18

0.184
0.997
0.661
0.739

NA

NA

NA

NA
0.066
0.423
0.972
0.197
0.286
0.291
0.423
0.423

NA

1.00
1.40
2.48
1.79
1.00
1.00
1.00
1.00
1.79
1.00
7.03
5.18
1.40
3.52
1.00
1.54
1.00

9.18
1.39
3.60
1.39
1.00
1.00
1.00
1.00
5.40
1.71
6.75
1.00
3.16
1.00
1.35
1.00
1.00

9.18
1.00
1.45
0.78
1.00
1.00
1.00
1.00
3.01
1.71
0.96
0.19 X
2.26
0.28
1.35
0.65
100 X X
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Online-Table IV: ECM proteins identified in the secretome of CFs after TGF-beta1 stimulation

Identified Proteins

Number Weight

(ANOVA P-Value)

CTLPremiR1

CTLPremiR CTLPremiR
2

Collagen alpha-2(I) chain OS=Mus musculus GN=Col1a2
1 PE=2 8V=2

Collagen alpha-1(l) chain 0S=Mus musculus GN=Col1a1
3 PE=18V=4

Collagen alpha-1(111) chain 0S=Mus musculus GN=Col3a1
7 PE=2 SV=4

Collagen alpha-2(V) chain OS=Mus musculus GN=Col5a2
6 PE=18V=1

2 Fibronectin 0S=Mus musculus GN=Fn1 PE=1 SV=3
Plasminogen activator inhibitor 1 OS=Mus musculus
4 GN=Serpine1 PE=1 SV=1

10 SPARC OS=Mus musculus GN=Sparc PE=1 SV=1
Collagen alpha-2(IV) chain 0S=Mus musculus GN=Col4a2
9 PE=2 SV=4

5 Fibulin-2 0S=Mus musculus GN=FbIn2 PE=1 SV=1

8 Complement C3 OS=Mus musculus GN=C3 PE=1 SV=2
Insulin-like growth factor-binding protein 7 OS=Mus
13 musculus GN=Igfbp7 PE=2 SV=3
Extracellular matrix protein 1 OS=Mus musculus GN=Ecm1
15 PE=1 SV=1
Sushi, von Willebrand factor type A, EGF and pentraxin
domain-containing protein 1 0S=Mus musculus GN=Svep1
19 PE=1 SV=1
EGF-containing fibulin-like extracellular matrix protein 1
23 0S=Mus musculus GN=Efemp1 PE=2 SV=1

17 Serotransferrin OS=Mus musculus GN=Tf PE=1 SV=1

16 Fibrillin-1 0S=Mus musculus GN=Fbn1 PE=1 SV=1
Insulin-like growth factor-binding protein 2 0S=Mus
20 musculus GN=Igfbp2 PE=2 SV=2
Sulfhydryl oxidase 1 OS=Mus musculus GN=Qsox1 PE=2
25 8v=1

26 Cystatin-C OS=Mus musculus GN=Cst3 PE=2 SV=2
Collagen alpha-1(XIl) chain OS=Mus musculus GN=Col12a1
43 PE=2 SV=3
Complement factor H OS=Mus musculus GN=Cfh PE=1
18 Sv=1
Serine protease inhibitor ASN OS=Mus musculus
40 GN=Serpina3n PE=1 SV=1
Follistatin-related protein 1 OS=Mus musculus GN=Fstl1
22 PE=18V=1
Insulin-like growth factor-binding protein 4 OS=Mus
51 musculus GN=Igfbp4 PE=2 SV=2
Collagen alpha-1(IV) chain 0S=Mus musculus GN=Col4a1
50 PE=2 SV=4
Metalloproteinase inhibitor 1 OS=Mus musculus GN=Timp1
29 PE=2 SV=2
Connective tissue growth factor OS=Mus musculus GN=Ctgf
36 PE=2 SV=2
Collagen alpha-1(VI) chain 0S=Mus musculus GN=Col6a1
53 PE=2 SV=1
38 Galectin-1 0S=Mus musculus GN=Lgals1 PE=1 SV=3
Extracellular superoxide dismutase [Cu-Zn] OS=Mus
37 musculus GN=Sod3 PE=1 SV=1
Galectin-3-binding protein 0S=Mus musculus GN=Lgals3bp
24 PE=18V=1

58 Profilin-1 0S=Mus musculus GN=Pfn1 PE=1 SV=2
Protein-lysine 6-oxidase OS=Mus musculus GN=Lox PE=2
64 SV=1
Plasma protease C1 inhibitor OS=Mus musculus
32 GN=Serping1 PE=1 SV=2
Metalloproteinase inhibitor 2 OS=Mus musculus GN=Timp2
41 PE=18V=2
Basement membrane-specific heparan sulfate proteoglycan
39 core protein OS=Mus musculus GN=Hspg2 PE=1 SV=1
Inhibin beta A chain 0S=Mus musculus GN=Inhba PE=1
113 Sv=1

CO1A2_MOUSE 130 kDa
CO1A1_MOUSE 138 kDa
CO3A1_MOUSE 139 kDa

CO5A2_MOUSE 145 kDa
FINC_MOUSE 272 kDa

PAI1_MOUSE 45 kDa
SPRC_MOUSE 34 kDa

CO4A2_MOUSE 167 kDa
FBLN2_MOUSE 132 kDa
CO3_MOUSE 186 kDa

IBP7_MOUSE 29 kDa

ECM1_MOUSE 63 kDa

SVEP1_MOUSE 387 kDa

FBLN3_MOUSE 55 kDa
TRFE_MOUSE 77 kDa

FBN1_MOUSE 312 kDa
IBP2_MOUSE 33 kDa

QSOX1_MOUSI 83 kDa
CYTC_MOUSE 16 kDa

COCA1_MOUSI 340 kDa
CFAH_MOUSE 139 kDa
SPA3N_MOUSE 47 kDa
FSTL1_MOUSE 35 kDa
IBP4_MOUSE 28 kDa
CO4A1_MOUSE 161 kDa
TIMP1_MOUSE 23 kDa
CTGF_MOUSE 38 kDa

CO6A1_MOUSE 108 kDa
LEG1_MOUSE 15 kDa

SODE_MOUSE 27 kDa

LG3BP_MOUSE 64 kDa
PROF1_MOUSE 15 kDa
LYOX_MOUSE 47 kDa
IC1_MOUSE 56 kDa
TIMP2_MOUSE 24 kDa
PGBM_MOUSE 398 kDa

INHBA_MOUSE 47 kDa

95% (0.000016)
95% (0.0000019)
95% (0.000000090)

95% (0.00000062)
95% (0.014)

95% (0.025)
95% (0.00069)

95% (0.00029)
95% (0.0011)
0% (0.98)
95% (0.0032)

95% (0.0057)

95% (0.000086)

95% (0.0013)
0% (0.34)

95% (0.034)
0% (0.22)
95% (0.0072)
0% (0.34)

0% (0.12)

0% (0.20)
95% (0.023)
95% (0.021)
0% (0.10)
95% (0.00042)
0% (0.30)

0% (0.24)

95% (0.000039)
95% (0.013)

0% (0.12)
95% (0.0014)
0% (0.75)
95% (0.024)
0% (0.10)
95% (0.00016)
95% (0.030)

95% (0.00096)

390.7

309.6

268.3

2424
207.4

180.9
168.2

153.1
131.6
123.9

102.6

91.3

90.4

75.5
70.9

66.3

64.1

52.3
51.7

49.4

45.5

42.2

41.6

37.8

37.2

36.8

36.0

357
357

34.3

30.7
30.6

29.9

29.8

26.9

26.8

450.7 400.8
362.3 353.6
27111 249.7
257.5 278.4
302.3 304.8
159.5 178.4
131.2 139.0
212.6 2124
145.1 154.3
118.0 143.2
99.5 100.4
91.4 96.7
102.7 102.5
69.6 73.6
771 68.3
110.0 105.7
43.2 51.9
50.4 60.5
33.6 30.5
40.9 1.8
69.2 50.1
34.5 38.6
50.6 50.8
28.3 26.4
47.6 43.8
26.6 33.2
253 33.5
321 29.0
36.4 339
34.0 25.4
36.6 45.6
26.5 22.6
1741 15.9
37.6 36.2
253 26.5
22.2 22.8
17.0 22.4

413.2

368.3

202.1

276.0
315.4

201.5
160.9

188.4
188.1
148.8

108.5

95.9

75.6

53.8
73.3

108.2

59.8

40.6
45.8

35.3

46.6

31.2

50.3

228

254

33.8

34.8

26.8
28.6

33.8

285
24.8

484.5

383.4

193.6

271.9
317.5

164.0
127.0

2223
151.2
114.2

103.8

76.4

59.8

36.1
57.1

93.1

46.3

49.6

49.2

54.5

46.3

227

58.8

21.0

38.0

37.3

411

26.9
34.1

39.0

418
24.2

412.0

365.0

183.6

254.2
309.0

199.4
135.4

167.9
169.2
116.6

109.0

85.9

735

47.0
57.0

99.9

65.5

52.8

46.0

44.6

59.4

18.0

60.9

216

34.0

429

37.2

248
39.1

44.8

439
246
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8.3
429.3

257.5
57.4

232
227.9
106.0

70.8

70.8

26.5

31.5
61.0

57.8

69.2

32.4
40.4

26.0

56.2

24.4

296

24.0

6.8

33.0

36.4

7.0
45.7

31.8

76.0
23.8

7.8

24.2
366.0

260.0
62.3

29.9
211.9
115.0

88.9

66.8

35.9

38.9
747

68.7

77.8

16.7

57.9

6.6

91.2

28.2

435

29.6

114

40.5

34.9

10.2
44.4

33.3

70.3
29.7

17.2
409.9

204.7
47.4

29.7
227.9
170.4

67.9

61.8

35.6

435
80.9

435

59.1

31.6
48.6

17.7

68.6

30.2

38.4

21.3

8.2

39.4

32.2

9.5
43.6

29.9

68.6
227

6.0

AVG CTL

PremiR

414.1

341.9

263.0

259.4
271.5

172.9
146.1

192.7
143.7
128.4

100.8

93.1

98.5

729
721

94.0

53.1

54.4
38.6

34.0

54.9

38.4

47.6

30.8

42.9

32.2

31.6

32.3
353

31.2

37.6
26.6

STD CTL

Prem

321

28.3

18.1
55.5

1.7
19.5

343
1.4
13.2

3.1

7.0

3.0
45

241

10.5

5.4
1.5

19.8

12.6

3.8

53

6.1

52

52

5.6

1.3

5.1

7.5
4.0

7.7

4.2

2.6

4.9

436.5

372.2

193.1

267.4
314.0

188.3
141.1

192.9
169.5
126.5

107.1

86.0

69.7

45.6
62.5

100.4

57.2

47.7

47.0

44.8

50.7

23.9

56.6

21.8

324

38.0

37.7

26.2
33.9

39.2

38.1
245

9.8

9.2

11.6
4.5

211
17.6

275
18.4
19.3

29

9.8

8.6

8.9
9.4

7.6

9.8

6.3

1.9

9.6

7.5

6.7

5.6

0.9

6.4

4.6

3.2

1.2
53

5.5

8.3
0.3

4.9

3.9

16.6
401.7

240.7
55.7

276
2226
130.5

75.9

66.5

32.7

38.0
72.2

56.6

68.7

26.9

49.0

16.8

72.0

276

37.2

249

8.8

376

345

8.9
445

31.7

71.6
254

8.3

79
324

313
76

3.8
9.2
34.8

1.4

45

5.3

6.0
10.2

126

9.4

8.8

8.8

9.7

17.8

29

7.0

42

23

4.1

21

3.9
3.8

25

79

33

10.2

0.9
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Bone morphogenetic protein 1 0S=Mus musculus GN=Bmp1
30 PE=2 SV=1

68 Fibromodulin OS=Mus musculus GN=Fmod PE=2 SV=1
Collagen alpha-2(VI) chain OS=Mus musculus GN=Col6a2
78 PE=2 SV=3

132 Complement C4-B OS=Mus musculus GN=C4b PE=1 SV=2
61 Granulins OS=Mus musculus GN=Grn PE=1 SV=2

95 Prolargin OS=Mus musculus GN=Prelp PE=2 SV=2
Peptidyl-prolyl cis-trans isomerase A OS=Mus musculus
52 GN=Ppia PE=1 SV=2
59 Stromelysin-1 OS=Mus musculus GN=Mmp3 PE=2 SV=2
Carboxypeptidase E OS=Mus musculus GN=Cpe PE=1
67 SV=2
70 Ceruloplasmin OS=Mus musculus GN=Cp PE=1 SV=2
Superoxide dismutase [Cu-Zn] OS=Mus musculus GN=Sod1
109 PE=1 SV=2
WNT1-inducible-signaling pathway protein 2 0S=Mus
71 musculus GN=Wisp2 PE=2 SV=1
Collagen alpha-1(V) chain 0S=Mus musculus GN=Col5a1
112 PE=2 SV=2
Macrophage colony-stimulating factor 1 OS=Mus musculus
45 GN=Csf1 PE=1 SV=2

103 Dystroglycan OS=Mus musculus GN=Dag1 PE=1 SV=4
Lysyl oxidase homolog 1 OS=Mus musculus GN=LoxI1 PE=2
66 SV=3

Procollagen C-endopeptidase enhancer 1 0S=Mus musculus

56 GN=Pcolce PE=1 SV=2
EGF-containing fibulin-like extracellular matrix protein 2
57 OS=Mus musculus GN=Efemp2 PE=2 SV=1
Plasma glutamate carboxypeptidase OS=Mus musculus
85 GN=Pgcp PE=2 SV=1
A disintegrin and metalloproteinase with thrombospondin
80 motifs 5 0S=Mus musculus GN=Adamts5 PE=2 SV=1
Sulfated glycoprotein 1 0S=Mus musculus GN=Psap PE=1
92 sV=2
111 Cathepsin B OS=Mus musculus GN=Ctsb PE=1 SV=2
Coiled-coil domain-containing protein 80 OS=Mus musculus
131 GN=Ccdc80 PE=1 SV=2

82 Fibulin-5 0S=Mus musculus GN=FbIn5 PE=2 SV=1
Pigment epithelium-derived factor OS=Mus musculus
54 GN=Serpinf1 PE=1 SV=2
Vascular endothelial growth factor D OS=Mus musculus
148 GN=Figf PE=2 SV=1
108 Gelsolin OS=Mus musculus GN=Gsn PE=1 SV=3

120 Fibulin-1 0S=Mus musculus GN=Fbin1 PE=1 SV=2
Glucose-6-phosphate isomerase OS=Mus musculus GN=Gpi
125 PE=1SV=4

118 Lactadherin OS=Mus musculus GN=Mfge8 PE=1 SV=2
145 Dermatopontin OS=Mus musculus GN=Dpt PE=2 SV=1

164 Ribonuclease 4 0S=Mus musculus GN=Rnase4 PE=2 SV=1

160 Transcobalamin-2 OS=Mus musculus GN=Tcn2 PE=2 SV=1
Inhibin beta B chain OS=Mus musculus GN=Inhbb PE=2
414 SV=4
Thymosin beta-4 OS=Mus musculus GN=Tmsb4x PE=1
168 SV=1
Epididymal secretory protein E1 OS=Mus musculus
154 GN=Npc2 PE=2 SV=1
Probable carboxypeptidase X1 OS=Mus musculus
218 GN=Cpxm1 PE=2 SV=1

128 Cofilin-1 0S=Mus musculus GN=Cfl1 PE=1 SV=3
166 Protein CYR61 OS=Mus musculus GN=Cyr61 PE=1 SV=1
180 Spondin-2 OS=Mus musculus GN=Spon2 PE=1 SV=2

73 Biglycan OS=Mus musculus GN=Bgn PE=2 SV=1
Phospholipid transfer protein OS=Mus musculus GN=Pltp
165 PE=1 SV=1

BMP1_MOUSE 112 kDa
FMOD_MOUSE 43 kDa

COBA2_MOUSE 110 kDa

CO4B_MOUSE 193 kDa
GRN_MOUSE 63 kDa

PRELP_MOUSE 43 kDa

PPIA_MOUSE 18 kDa
MMP3_MOUSE 54 kDa

CBPE_MOUSE 53 kDa
CERU_MOUSE 121 kDa

SODC_MOUSE 16 kDa
WISP2_MOUSE 27 kDa
CO5A1_MOUSE 184 kDa

CSF1_MOUSE 61 kDa
DAG1_MOUSE 97 kDa

LOXL1_MOUSE 67 kDa
PCOC1_MOUSI 50 kDa
FBLN4_MOUSE 49 kDa
PGCP_MOUSE 52 kDa
ATS5_MOUSE 102 kDa

SAP_MOUSE 61 kDa
CATB_MOUSE 37 kDa

CCD80_MOUSE 108 kDa
FBLN5_MOUSE 50 kDa
PEDF_MOUSE 46 kDa

VEGFD_MOUSI41 kDa
GELS_MOUSE 86 kDa

FBLN1_MOUSE 78 kDa

G6PI_MOUSE 63 kDa
MFGM_MOUSE 51 kDa
DERM_MOUSE 24 kDa

RNAS4_MOUSE 17 kDa
TCO2_MOUSE 48 kDa
INHBB_MOUSE 45 kDa
TYB4_MOUSE 6 kDa

NPC2_MOUSE 16 kDa
CPXM1_MOUSI 81 kDa

COF1_MOUSE 19 kDa
CYR61_MOUSE 42 kDa

SPON2_MOUSE 36 kDa
PGS1_MOUSE 42 kDa

PLTP_MOUSE 54 kDa

95% (0.011)
0% (0.93)
95% (0.0078)
0% (0.095)
0% (0.27)
95% (0.00019)

0% (0.25)
95% (0.0087)

95% (0.0050)
0% (0.23)

0% (0.32)
0% (0.17)

95% (0.00043)
95% (0.000052)
0% (0.081)

0% (0.10)

95% (0.031)
95% (0.0040)
0% (0.059)
95% (0.0038)

0% (0.15)
95% (0.041)

0% (0.66)
0% (0.56)
0% (0.21)

95% (0.014)
95% (0.029)

0% (0.48)
0% (0.11)
0% (0.070)
0% (0.39)

0% (0.92)
0% (0.12)
95% (0.048)
0% (0.88)
0% (0.27)
95% (0.0053)

0% (0.082)
0% (0.73)

0% (0.11)
95% (0.048)

0% (0.23)

26.1
25.3

24.0

221
221

221

211
20.4

19.5
19.5

19.0

18.9

18.5

18.5

18.5

18.4

16.5

15.3

15.3

14.7
14.5

13.7

13.6

13.2

12.0
10.3

10.1

9.9
9.9
9.7

9.7

9.7

9.5

9.5

9.5

9.3
9.2

9.1
9.0

8.9

327
17.4

203

12.3
20.5

237

29.2
19.0

16.7

19.4
17.9

25.8

18.7

19.9

17.5
9.7

7.5

18.1

233

8.5
6.5

11.6

6.6
4.7
10.1

6.1

8.0

4.1

9.6

8.9

8.1

10.3
5.9

10.7

1.4

5.8

23.4
13.3

271

12.9
201

18.6

249
28.4

21.9
16.0

10.9

19.4

18.4
10.7

5.5

17.3

229

10.4
12.0

7.8

9.1
41
7.8

7.8

8.1

4.4

6.8

5.9

7.9
7.0

1.0
1.6

8.8

27.9
227

13.6

13.6
13.9

17.7

248
20.5

19.6
15.6

13.7
8.9

6.7

14.7

253

8.3
9.4

8.2

71
11.0
8.0
8.0

4.1

5.9

13.0

5.5
10.2
8.9
22
1.7

26.5
13.9

7.4

4.6
237

12.8

27.3
26.2

228
8.0

7.5

7.7
7.8

13.6

16.3

30.2

7.0
6.2

7.2

9.2
55
7.5

8.5

7.8

8.0

9.3

53

8.5
6.6

1.0
20.1

71

347
14.2

24.4

6.1
16.3

12.4

29.4
28.1

21.9
14.7

8.7

14.8
8.9

10.4

15.2

235

6.6
5.1

10.4
6.5

12.3
7.8

5.8

4.5

7.0

5.8

25

111
6.8

1.0
14.0

3.5
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54.2
13.5

10.3
14.7

24

30.6
11.3

10.8
214

6.0

7.3
133

8.3

13.4

211

6.4
16.2

10.1

1.1
13.0
10.6

6.8

5.8

5.1

6.8

10.4
8.6

5.7
241

4.6

419
23.2

4.0

1.0
19.3

2.7

29.6
10.9

15.0
15.3

14.6
16.2

7.0

12.3

171

6.7
12.5

14.1

10.0
12.9
6.8

9.0

8.6

9.3

4.0

13.0
57

8.4
15.5

13.5

424
15.8

4.3
12.9

3.7

28.0
1.7

15.5
21.2

9.0

8.4

11.6
12.1

8.0

17.4

236

53
22.0

8.5

9.9
12.8
1.4

7.8

6.6

8.9

6.8

14.6
5.2

5.5
27.7

8.9

27.4
18.6

23.8

15.8
20.9

214

251
226

213
15.1

13.8

15.8

19.4

15.8

18.2

18.8

13.9

18.6

16.9
1.7

8.9

16.3

19.8

10.3
9.6

9.8
8.5

6.3
9.2

7.8

8.6

4.9

7.8

8.4

7.7

9.1
7.4

6.9
10.7

7.8

48
6.1

3.4

55

26

4.1
5.1

1.6
4.9

4.5

3.3

0.9
4.1

7.7

0.9

29

1.9
25

4.3

24

57

1.7
2.8

1.7
3.2
1.3

29.7
16.9

15.1

8.1
18.0

14.3

27.2
24.9

214
127

9.5

121
8.5

10.2

15.4

26.3

73
6.9

8.6
76

9.6
7.8

74

5.4

7.0

9.4

4.4

9.9
74

14
156.3

3.9

4.4
5.0

8.6

4.8
5.1

3.0

23
3.9

16
4.1

25

25

3.9

3.3

14

55

27

24

0.8

3.8
0.6

3.4

0.8

3.4

0.9
22

14
3.6
0.2

4.4

3.1

46.1
17.5

22

52
15.6

29

29.4
11.3

13.8
19.3

8.4

11.1
13.8

7.8

14.4

20.6

6.1
16.9

10.9

10.3
12.9
9.6

7.9

7.0

7.8

59

1.0

12.6
6.5

6.5

224

9.0

7.0
5.1

47
33

0.7

1.3
0.4

26
35

0.0

47
21

4.8

33

23

3.7
21

0.7

26

33

0.7
4.8

29
0.7

0.1
25

0.0

21
19

16
6.3

4.5
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Beta-2-microglobulin OS=Mus musculus GN=B2m PE=1

175 Sv=1

Peroxidasin homolog OS=Mus musculus GN=Pxdn PE=2

81 8v=1

136 Decorin OS=Mus musculus GN=Dcn PE=2 SV=1
Thrombospondin-1 OS=Mus musculus GN=Thbs1 PE=1

194 SV=1

272 Nidogen-1 OS=Mus musculus GN=Nid1 PE=1 SV=1
72 kDa type IV collagenase OS=Mus musculus GN=Mmp2

110 PE=2 SV=1

Immunoglobulin superfamily containing leucine-rich repeat
212 protein OS=Mus musculus GN=IsIr PE=1 SV=1
Cytokine receptor-like factor 1 0S=Mus musculus GN=Crlf1

170 PE=1 SV=1

Neutrophil gelatinase-associated lipocalin OS=Mus musculus
139 GN=Lcn2 PE=1 SV=1
Lysyl oxidase homolog 2 OS=Mus musculus GN=Lox|2 PE=2

115 SV=2

A disintegrin and metalloproteinase with thrombospondin
183 motifs 2 0S=Mus musculus GN=Adamts2 PE=1 SV=2
C-X-C motif chemokine 5 0S=Mus musculus GN=Cxcl5

205 PE=18V=1

Semaphorin-3D OS=Mus musculus GN=Sema3d PE=1

210 Sv=1

337 Kallikrein-8 OS=Mus musculus GN=KIk8 PE=1 SV=1
A disintegrin and metalloproteinase with thrombospondin
287 motifs 1 0S=Mus musculus GN=Adamts1 PE=1 SV=3
Slit homolog 3 protein OS=Mus musculus GN=SIit3 PE=2

243 SvV=1

Pentraxin-related protein PTX3 OS=Mus musculus GN=Ptx3

221 PE=18V=2

Disintegrin and metalloproteinase domain-containing protein
187 9 0OS=Mus musculus GN=Adam9 PE=1 SV=1
44 Periostin OS=Mus musculus GN=Postn PE=1 SV=2
268 Mimecan OS=Mus musculus GN=Ogn PE=2 SV=1
Mammalian ependymin-related protein 1 OS=Mus musculus
276 GN=Epdr1 PE=2 SV=1
Protein CTLA-2-alpha OS=Mus musculus GN=Ctla2a PE=2

242 SV=2

Glia-derived nexin OS=Mus musculus GN=Serpine2 PE=2

239 SV=2

Complement C1q tumor necrosis factor-related protein 5
138 OS=Mus musculus GN=C1qtnf5 PE=2 SV=1
215 Protein FAM3C OS=Mus musculus GN=Fam3c PE=1 SV=1
Growth-regulated alpha protein OS=Mus musculus
389 GN=Cxcl1 PE=1 SV=1
Interleukin-1 receptor accessory protein OS=Mus musculus
277 GN=ll1rap PE=1 SV=1
Semaphorin-3E OS=Mus musculus GN=Sema3e PE=2

285 SV=2

252 Biotinidase OS=Mus musculus GN=Btd PE=1 SV=2
Protein NOV homolog OS=Mus musculus GN=Nov PE=2

413 SV=1

162 Calsyntenin-1 OS=Mus musculus GN=Clstn1 PE=1 SV=1
98 EMILIN-1 OS=Mus musculus GN=Emilin1 PE=1 SV=1
Inter-alpha-trypsin inhibitor heavy chain H2 OS=Mus
353 musculus GN=Itih2 PE=1 SV=1
Beta-nerve growth factor OS=Mus musculus GN=Ngf PE=1

371 Sv=2

Serine protease 23 OS=Mus musculus GN=Prss23 PE=2

274 SV=2

Polypeptide N-acetylgalactosaminyltransferase 2 0S=Mus
420 musculus GN=Galnt2 PE=2 SV=1
Microfibrillar-associated protein 5 0S=Mus musculus
193 GN=Mfap5 PE=2 SV=1
Fructose-bisphosphate aldolase A OS=Mus musculus
94 GN=Aldoa PE=1 SV=2

222 Calumenin OS=Mus musculus GN=Calu PE=1 SV=1

122 Haptoglobin OS=Mus musculus GN=Hp PE=1 SV=1
Disintegrin and metalloproteinase domain-containing protein

294 15 0OS=Mus musculus GN=Adam15 PE=1 SV=2
Translationally-controlled tumor protein OS=Mus musculus

231 GN=Tpt1 PE=1 SV=1

Olfactomedin-like protein 3 OS=Mus musculus GN=0OIfmI3

198 PE=2 SV=2

B2MG_MOUSE 14 kDa

PXDN_MOUSE 165 kDa
PGS2_MOUSE 40 kDa

TSP1_MOUSE 130 kDa
NID1_MOUSE 137 kDa

MMP2_MOUSE 74 kDa
ISLR_MOUSE 46 kDa
CRLF1_MOUSE 47 kDa
NGAL_MOUSE 23 kDa
LOXL2_MOUSE 87 kDa
ATS2_MOUSE 135 kDa
CXCL5_MOUSE 14 kDa

SEM3D_MOUSI 90 kDa
KLK8_MOUSE 29 kDa

ATS1_MOUSE 106 kDa
SLIT3_MOUSE 168 kDa
PTX3_MOUSE 42 kDa

ADAM9_MOUSI 92 kDa
POSTN_MOUSI 93 kDa
MIME_MOUSE 34 kDa

EPDR1_MOUSE 25 kDa
CTL2A_MOUSE 16 kDa
GDN_MOUSE 44 kDa

C1QT5_MOUSE 25 kDa
FAM3C_MOUSE 25 kDa

GROA_MOUSE 10 kDa
IL1AP_MOUSE 66 kDa

SEM3E_MOUSE90 kDa
BTD_MOUSE 58 kDa

NOV_MOUSE 39 kDa
CSTN1_MOUSE 109 kDa
EMIL1_MOUSE 108 kDa
ITIH2_MOUSE 106 kDa
NGF_MOUSE 27 kDa
PRS23_MOUSE 43 kDa
GALT2_MOUSE 65 kDa
MFAP5_MOUSE 19 kDa

ALDOA_MOUSE 39 kDa
CALU_MOUSE 37 kDa
HPT_MOUSE 39 kDa
ADA15_MOUSE 93 kDa
TCTP_MOUSE 19 kDa

OLFL3_MOUSE 46 kDa

0% (0.79)

0% (0.24)
0% (0.18)

95% (0.0091)
0% (0.060)

95% (0.0084)
95% (0.026)
0% (0.58)
95% (0.020)
95% (0.029)
0% (0.62)
0% (0.10)

95% (0.0027)
0% (0.13)

95% (0.027)
0% (0.14)
95% (0.012)
95% (0.048)
0% (0.16)
0% (0.49)
0% (0.95)
0% (0.097)
0% (0.21)

95% (0.0010)
0% (0.43)

95% (0.0069)
95% (0.024)

0% (0.27)
95% (0.024)

0% (0.27)
0% (0.14)
95% (0.0089)
0% (0.72)
0% (0.42)
0% (0.79)
95% (0.0056)
0% (0.24)
95% (0.0023)
95% (0.0020)
95% (0.0064)
0% (0.44)
0% (0.63)

95% (0.0059)

8.8

8.8
8.5

8.2
8.1

7.8

7.6

73

6.7

6.6

6.4

6.3

6.3
6.2

6.1

5.8

5.8

5.8
5.8
5.2

5.1

4.9

4.8

4.8
4.8

4.8

45

45
45

3.9
3.7
3.7
3.7
3.7
3.7
3.6
341

29

29

29

29

29

27

17.6
6.7

8.2
3.6

15.4

5.5

8.9

10.9

75

8.2

6.5
1.0

3.0

6.0

12.0

5.4
1.1
1.0

27

4.0

5.0

5.4
3.6

238

3.8
1.0

1.0

8.1

73
20
10.5
4.7

5.4

16.7
10.3

5.2
6.1

123

2.7

6.6

6.8

1.1

7.2

44

7.8
3.2

3.9

1.9

3.4
12.9
1.0

6.1

3.6

43
7.0

3.3

25

29

3.3

5.5

12.5
3.6
6.2

43

3.4

17.8
71

7.8
4.6

71

6.9
1.0

52
13.1
33

52
53

24
3.1

1.0
3.1

1.0
10.1
13.7

72

5.6

75
8.3
8.1

52

4.1

6.9

241
8.0

6.3
1.0

7.7

9.1

45
3.1

57

4.3

6.2

7.0

3.5

4.8
4.3

3.4

6.2

12.0

4.8

28

20.1
6.0

10.0
4.1

7.8
59

4.9
4.5

3.9

3.9

3.6
36.2
4.8

4.2
5.1
2.7

6.6
6.4

4.1

1.0
8.2
13.1

5.7

4.1

4.6

10.7
6.3
8.8

3.6

25
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7.3
1.5

29
1.0

4.6

7.0

6.3

35

4.8

4.3

7.8
27.8
3.8

4.5

1.0
74

1.0

4.8
1.1

252
29

16.6

7.5
5.6
45
5.9

71

8.9
13.8
4.3

3.0
5.8

121
45

1.0
9.4
1.0

6.7
15.3

4.8
21.3
1.0
21.7

5.8

9.1

3.8
21.0
9.7
28
1.0
4.8
6.5
3.6
76
4.2

44

59
42.7
1.0
3.9
28

13.1
3.4

1.0
4.8
1.0

6.1
16.7

5.6

229
1.0
15.4

5.6

10.0

3.6

14.4
8.5

72
5.9

1.9

3.8

6.5

75

9.5

7.0

6.3

6.9
3.5

4.3

4.3

9.9

4.8
9.9
24

29

5.0

4.5

4.8
5.1

3.0

3.3

4.1
22

25
5.3
5.3
22
26
25
26
3.2

7.6

238

6.5

29

4.2

27

45
4.9
1.8
1.7
3.8

3.4

0.9

25

0.5

0.8
2.6

2.8
3.6

1.3
3.7
2.4

2.1

0.4
2.0

14

2.4

2.2
48
0.8
3.8

3.0

20.7
71

8.0
3.2

55
74

5.4
29

35
3.1
3.7
45
30.1
4.4
21
53
24

55
53

23

27

1.0
8.4
15.1
3.1
26

27

55

10.0
7.8
8.2

45

3.1

20
0.0

24

26
0.8
14.9
1.0

0.0
1.0
0.0
15
3.0
3.6

27

0.0
0.8
23
1.4
0.6
0.0
0.8

0.9

55

12.6
9.8

22
1.0

6.3
7.0
52
52
4.9
53

3.4

75
28.1
3.0
22
26
3.2

11.5
4.0

1.0
72

1.0

5.8
14.4

3.8
231
1.6
17.9
2.8
25

8.3

55

22

0.7
0.0

0.0

0.0
15
14.5
18

20

0.0
0.0

0.0
23

0.0
0.0
0.5
0.0
24

20

33
26
26

23
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Follistatin-related protein 3 0S=Mus musculus GN=FstI3
178 PE=1 SV=1

UPF0556 protein C190rf10 homolog OS=Mus musculus
384 GN=D17Wsu104e PE=2 SV=1

Disintegrin and metalloproteinase domain-containing protein
400 19 OS=Mus musculus GN=Adam19 PE=2 SV=2

Acid sphingomyelinase-like phosphodiesterase 3a OS=Mus
495 musculus GN=SmpdI3a PE=2 SV=1

Disintegrin and metalloproteinase domain-containing protein
381 10 OS=Mus musculus GN=Adam10 PE=1 SV=1
365 Agrin OS=Mus musculus GN=Agrn PE=2 SV=1

Apolipoprotein A-l-binding protein OS=Mus musculus
391 GN=Apoa1bp PE=1 SV=1

Aminoacyl tRNA synthetase complex-interacting

multifunctional protein 1 OS=Mus musculus GN=Aimp1
453 PE=1 SV=2
151 Serum albumin OS=Mus musculus GN=Alb PE=1 SV=3

Angiopoietin-related protein 2 0S=Mus musculus
449 GN=Angptl2 PE=2 SV=1
279 Arylsulfatase A OS=Mus musculus GN=Arsa PE=2 SV=1

Beta-1,4-galactosyltransferase 1 0S=Mus musculus
340 GN=B4galt1 PE=2 SV=1

Brain-derived neurotrophic factor OS=Mus musculus
442 GN=Bdnf PE=1 SV=1

Adenylyl cyclase-associated protein 1 OS=Mus musculus
439 GN=Cap1 PE=1 SV=3

Macrophage-capping protein OS=Mus musculus GN=Capg
293 PE=18SV=2
485 CD109 antigen OS=Mus musculus GN=Cd109 PE=2 SV=1

Complement factor B OS=Mus musculus GN=Cfb PE=1
421 SV=2
208 Clusterin OS=Mus musculus GN=Clu PE=1 SV=1

Collagen alpha-1(VIIl) chain 0S=Mus musculus GN=Col8a1
220 PE=1SV=3

Collagen alpha-1(XI) chain 0S=Mus musculus GN=Col11a1
246 PE=1SV=1

Collagen triple helix repeat-containing protein 1 0S=Mus
214 musculus GN=Cthrc1 PE=2 SV=1

C-X-C motif chemokine 16 OS=Mus musculus GN=Cxcl16
248 PE=18V=2

Dickkopf-related protein 3 0S=Mus musculus GN=Dkk3
176 PE=1 SV=1
451 Elastin 0S=Mus musculus GN=EIn PE=2 SV=1

Growth/differentiation factor 15 OS=Mus musculus
377 GN=Gdf15 PE=2 SV=1

Gamma-glutamyl hydrolase OS=Mus musculus GN=Ggh
447 PE=1 SV=1

Serine protease HTRA1 OS=Mus musculus GN=Htra1 PE=2
362 Sv=1

Insulin-like growth factor-binding protein 6 0S=Mus
440 musculus GN=Igfbp6 PE=2 SV=1

Insulin-like growth factor | O0S=Mus musculus GN=Igf1 PE=2
227 SV=2
344 Interleukin-6 OS=Mus musculus GN=II6 PE=1 SV=1

Interferon-alpha/beta receptor beta chain OS=Mus musculus
327 GN=lfnar2 PE=1 SV=1

Laminin subunit alpha-1 OS=Mus musculus GN=Lama1
490 PE=1 SV=1

Laminin subunit alpha-2 OS=Mus musculus GN=Lama2
259 PE=18V=1

Laminin subunit alpha-5 OS=Mus musculus GN=Lama5
348 PE=18V=3

Laminin subunit beta-2 0S=Mus musculus GN=Lamb2 PE=2
497 SV=1

Laminin subunit gamma-1 OS=Mus musculus GN=Lamc1
403 PE=1 SV=2

Leukemia inhibitory factor 0S=Mus musculus GN=Lif PE=1
305 Sv=1

Lysyl oxidase homolog 3 OS=Mus musculus GN=LoxI3 PE=2

83 sv=1
Latent-transforming growth factor beta-binding protein 1
321 OS=Mus musculus GN=Ltbp1 PE=2 SV=2
Latent-transforming growth factor beta-binding protein 2
60 OS=Mus musculus GN=Ltbp2 PE=1 SV=2
Latent-transforming growth factor beta-binding protein 4
206 OS=Mus musculus GN=Ltbp4 PE=2 SV=1

217 Lumican OS=Mus musculus GN=Lum PE=1 SV=2

FSTL3_MOUSE 27 kDa
CS010_MOUSE 18 kDa
ADA19_MOUSE 101 kDa
ASM3A_MOUSE 50 kDa

ADA10_MOUSE 84 kDa
AGRIN_MOUSE 208 kDa

AIBP_MOUSE 31 kDa
AIMP1_MOUSE 34 kDa
ALBU_MOUSE 69 kDa

ANGL2_MOUSE 57 kDa
ARSA_MOUSE 54 kDa

B4GT1_MOUSE 44 kDa
BDNF_MOUSE 28 kDa
CAP1_MOUSE 52 kDa

CAPG_MOUSE 39 kDa
CD109_MOUSE 162 kDa

CFAB_MOUSE 85 kDa
CLUS_MOUSE 52 kDa

CO8A1_MOUSE 74 kDa
COBA1_MOUSE 181 kDa
CTHR1_MOUSE 26 kDa
CXL16_MOUSE 27 kDa

DKK3_MOUSE 38 kDa
ELN_MOUSE 72 kDa

GDF15_MOUSE 33 kDa
GGH_MOUSE 35 kDa
HTRA1_MOUSE 51 kDa
IBP6_MOUSE 25 kDa

IGF1_MOUSE 17 kDa
IL6_MOUSE 24 kDa

INAR2_MOUSE 57 kDa

LAMA1_MOUSE 338 kDa
LAMA2_MOUSE 343 kDa
LAMA5_MOUSE 404 kDa
LAMB2_MOUSE 196 kDa
LAMC1_MOUSE 177 kDa
LIF_MOUSE  22kDa

LOXL3_MOUSE 84 kDa

LTBP1_MOUSE 187 kDa
LTBP2_MOUSE 196 kDa

LTBP4_MOUSE 179 kDa
LUM_MOUSE 38 kDa

0% (0.17)
0% (0.093)

95% (0.0074)
95% (0.0047)

95% (0.035)
95% (0.050)

95% (0.027)
95% (0.0083)
0% (0.22)

0% (0.31)
0% (0.20)

0% (0.18)
0% (0.60)
0% (0.20)

95% (0.048)
0% (0.61)

0% (0.46)
0% (0.54)

95% (0.032)
95% (0.00089)
95% (0.021)
95% (0.013)

95% (0.00038)
95% (0.00024)

95% (0.0026)
95% (0.021)
0% (0.72)
0% (0.48)

95% (0.0076)
0% (0.84)

0% (0.53)

0% (0.42)

0% (0.11)

0% (0.36)

0% (0.62)

0% (0.27)
95% (0.0093)
95% (0.00074)
95% (0.0051)
95% (0.00021)

95% (0.0064)
0% (0.084)

26

2.4

1.8

oo

1.0

1.0
1.0

1.0
9.0

1.0
1.0

1.0
1.0
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9.7

8.7

28
1.0
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1.0
29

43
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2.6
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25
1.0

4.4
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3.1

3.7

4.8
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26

4.3
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52
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1.0
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1.0
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1.0

3.2
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1.0
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1.0
1.6
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Mesencephalic astrocyte-derived neurotrophic factor
320 OS=Mus musculus GN=Manf PE=1 SV=1

Multiple epidermal growth factor-like domains protein 6
406 OS=Mus musculus GN=Megf6 PE=2 SV=3

Meteorin-like protein OS=Mus musculus GN=Metrnl PE=2
302 Sv=1

Microfibril-associated glycoprotein 4 OS=Mus musculus
300 GN=Mfap4 PE=1 SV=1

Macrophage migration inhibitory factor OS=Mus musculus
251 GN=Mif PE=1 SV=2

Matrix metalloproteinase-19 OS=Mus musculus GN=Mmp19
350 PE=2 SV=1

428 Neuroserpin OS=Mus musculus GN=Serpini1 PE=1 SV=1
322 Nidogen-2 OS=Mus musculus GN=Nid2 PE=1 SV=1

304 Pappalysin-1 OS=Mus musculus GN=Pappa PE=2 SV=2

Proprotein convertase subtilisin/kexin type 5 0S=Mus
317 musculus GN=Pcsk5 PE=1 SV=2

Platelet-derived growth factor D OS=Mus musculus
323 GN=Pdgfd PE=2 SV=1

Phospholipase A1 member A 0S=Mus musculus GN=Plala
379 PE=2 SV=2

Placenta-specific protein 9 OS=Mus musculus GN=Plac9
310 PE=2 SV=1

Vitamin K-dependent protein S OS=Mus musculus
271 GN=Pros1 PE=2 SV=1

Secreted frizzled-related protein 3 0S=Mus musculus
241 GN=Frzb PE=1 SV=1

Slit homolog 2 protein 0S=Mus musculus GN=8Iit2 PE=2
436 SV=1

Sushi repeat-containing protein SRPX2 OS=Mus musculus
318 GN=Srpx2 PE=2 SV=1

455 Tenascin 0S=Mus musculus GN=Tnc PE=1 SV=1
Transforming growth factor beta-2 0S=Mus musculus
335 GN=Tgfb2 PE=2 SV=1
Tumor necrosis factor receptor superfamily member 11B
370 OS=Mus musculus GN=Tnfrsf11b PE=2 SV=1
Ubiquitin cross-reactive protein 0S=Mus musculus
481 GN=Isg15 PE=1 SV=4

501 Pantetheinase 0S=Mus musculus GN=Vnn1 PE=1 SV=2

MANF_MOUSE 20 kDa
MEGF6_MOUSI 165 kDa
METRL_MOUSE 35 kDa
MFAP4_MOUSE 29 kDa
MIF_MOUSE 13 kDa

MMP19_MOUSI 59 kDa
NEUS_MOUSE 46 kDa
NID2_MOUSE 154 kDa

PAPP1_MOUSE 181 kDa
PCSK5_MOUSE 209 kDa
PDGFD_MOUSI43 kDa
PLA1A_MOUSE 50 kDa
PLAC9_MOUSE 11 kDa
PROS_MOUSE 75 kDa
SFRP3_MOUSE 36 kDa
SLIT2_MOUSE 169 kDa

SRPX2_MOUSE 53 kDa
TENA_MOUSE 232 kDa

TGFB2_MOUSE 48 kDa
TR11B_MOUSE 46 kDa

UCRP_MOUSE 18 kDa
VNN1_MOUSE 57 kDa

95% (0.038)
95% (0.0012)
95% (0.040)
95% (0.010)
0% (0.16)

0% (0.47)
95% (0.00026)
0% (0.11)
95% (0.0069)
0% (0.25)
95% (0.010)
95% (0.041)
95% (0.00025)
0% (0.099)
0% (0.11)

0% (0.19)

0% (0.12)
0% (0.065)

95% (0.029)
95% (0.028)
0% (0.53)
0% (0.42)
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1.0
1.0

1.0
1.0

1.0
1.0
1.0
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1.0

41

1.0
1.0

44
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Online-Table V: Echocardiography data of antagomiR-29b treated hearts after TAC (n=9 per group)

Control antagomir
Mean (9) SD Mean (9) SD SE T-test

Body weight (baseline) 20.2 2.6 0.9 20.1 2.4 0.8 0.81
Body weight (2 week) 22.6 2.9 1.0 22.9 3.2 1.1 0.99
HW/T 9.0 1.8 0.6 9.9 1.5 0.5 0.28
M-mode (combined PSLAX and SAX)

Heart Rate 517.8 54.8 18.3 513.2 51.6 17.2 0.82
Diameter;s 3.3 0.3 0.1 3.3 0.5 0.2 0.84
Diameter;d 4.1 0.2 0.1 4.1 0.4 0.1 0.96
Volume;s 43.4 11.0 3.7 46.1 15.7 5.2 0.77
Volume;d 73.6 9.8 3.3 74.9 17.2 5.7 0.95
Stroke Volume 30.2 4.6 1.5 28.8 3.1 1.0 0.41
Ejection Fraction 41.7 7.8 2.6 39.7 7.1 24 0.64
Fractional Shortening 20.3 4.3 1.4 19.2 3.8 13 0.62
Cardiac Output 15.6 2.5 0.8 14.8 2.0 0.7 041
B-mode (SAX)

IvVS;d 0.9 0.1 0.0 0.9 0.1 0.0 0.46
IVS;s 1.2 0.2 0.1 1.2 0.1 0.0 0.97
LVID;d 4.2 0.5 0.2 4.3 0.5 0.2 0.81
LVID;s 3.2 0.5 0.2 3.4 0.5 0.2 0.45
LVPW;d 0.9 0.1 0.0 11 0.2 0.1 0.13
LVPW;s 1.2 0.1 0.0 1.2 0.1 0.0 0.91
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Online Figure I: A) Vimentin immunostaining after collagenase-based digestion of mouse hearts.
Following collagenase-based digestion of mouse hearts, primary mouse CFs were cultured on
gelatin 0.1% and grown in DMEM medium supplemented with L-Glutamine, 10% heat-inactivated
FBS and antibiotics (100 U/ml penicillin and 100 ug/ml streptomycin) at 37°C in a humidified
atmosphere of 95% air / 5% COZ2. Cells were detached with 0.05% trypsin for passaging. At
passage 2, the cells were plated on 8-well chamber slides for immunostaining (Vimentin: red,
DAPI:blue). B, C) Confirmation of over-expression and inhibition of miR-29b and miR-30c by qPCR.
D) LNA-anti-miRs to miR-29b also reduced the expression of the other miR-29 family members.
*P<0.05, **P<0.01.
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Online Figure Il: Schematic description of the proteomics workflow. CFs were isolated from
mouse heart by collagenase-based digestion. At passage 2-3, CFs (3 biological replicates per
experimental condition) were transfected with a miRNA construct and then, incubated in serum-
free medium. After 72h, the conditioned medium was collected, cleared from cell debris by
centrifugation, desalted, and resuspended in loading buffer. An equal volume of sample (30 ul)
was separated on a SDS-PAGE gel, digested with trypsin and analysed by LC-MS/MS using a
high mass accuracy LTQ-Orbitrap XL.
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Online Figure lll: The log(fold change) for each of the differentially released proteins in the
miR-30c experiment is illustrated. The proteins are ordered from the smallest to largest False
Discovery Rate (FDR) with significant differential expression set at a FDR 5% (<0.05). The
differential release and corresponding FDR was calculated using the Qspec method which utilises
a model based on a hierarchical Bayes estimation of generalized linear mixed effects model
(GLMM). The FDR, as per the Qspec method, was calculated using the Bayes Factors and a
mixture model-based method of controlling the local FDR. All protein identifications are listed in
Online Table lll.
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Online Figure IV: Luciferase reporter assay. The 3’ untranslated regions of mouse IGF-1, LIF
and PTX3 harboring putative binding sites of the miR-29 family were cloned into the dual-
luciferase reporter vector psiCheck2 (Promega). The reporter vectors (100 ng of psiCheck2
construct) were transfected together with 30-100 nM of miR-29b mimic or the mimic negative
control (CON) in triplicate into mouse aortic smooth muscle cells using Lipofectamine 2000
(Lifetech). Renilla 3'UTR-coupled luciferase activity was normalized to constitutive firefly luciferase
activity for each well. Unlike IGF-1 and LIF, no significant inhibition was obtained for PTX3 (data
not shown). *, denotes P<0.05 compared to respective CON.
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Online Figure V: Effect of miR-29b mimics on expression of miR-29b targets in CFs as assessed
by gPCR (minimum of n=3 per group). * denotes P<0.05.

1.5 1 OPremiR-CON BEPremiR-29b Omimic-CON B mimic-miR-29b
3
S * ]
3
(V]
g
E 05 B * % * * *
o * *
* *
Col1a2 col5a2 Elastin IGF1 LIF MMP2 PTX3

Downloaded from http://circres.ahajournals.org/ at King's College London on September 18, 2013


http://circres.ahajournals.org/

Online Figure VI: Number of adherent NRVM is displayed by the bar chart per 0.1 mm2. The
bar chart demonstrates the myocyte count of 3 areas per coverslip in 6 independent
experiments. §*P<0.05 vs corresponding control group (CON).
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Online Figure VII: Number of adherent CFs
is displayed as averaged cell number per 0.1
mm?. *P<0.05 vs control (CON) for the

averaged CF count of 3 areas per coverslip.
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Online Figure VIII: Cross-talk between
miR-29b and miR-30c in CFs as assessed
by qPCR. *P<0.05 vs control (CON) in

three independent experiments.
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Online Figure IX: Representative parasternal long axis B mode image from antagomiR-treated
mice that showed the most pronounced inhibition of miR-29b after TAC. A cross section of the
papillary muscle (white arrows) is in view rather than the true inferolateral (posterior) wall. The

latter (*) has the same thickness as revealed in the short axis B-mode but the papillary muscle
was abnormally thickened and hyperechogenic.
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Online Figure X: Q-PCR. Bean plots visualizing 27 transcript levels in LVH normalized to U®6.
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